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Abstract: Objective To investigate the gene locuses haplotype distributing character and to analyse the gene’s relativity of
HLA-A genes,B genes in Chongqing. Methods A PCR-based sequence specific primersmethod was used to determine the alleles of
HLA-A.B in 201 unrelated., healthy people of Chongqing. Allelic frequencies were calculated by the direct count and stated HLLA-
A, B haplo-type and analyzed the concatenation relativity. Results The people of Chongqing,the most frequent HLLA-A-B haplo-
types were HLA-A * 02-B* 46, HLA-A * 11-B* 13, HLA-A % 24-B* 46 . HLA-A * 30-B* 13,and HLA-A % 02-B * 46, HLA-A *
11-B* 60 and HLLA-A * 30-B * 13 were the most frequent in Chongqing area and had significant linkage disequilibrium. Conclusion

HLA- A,B in people of Chongqing have plenty of polymorphism and distribute in line with the southern Han's characteristics.
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