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miRNA differential expression of papillary thyroid carcinoma

CHEN Xin' ,WU Cheng yi' s ZHANG Zheng"
(1. Department of General Surgery, First Af filiated Hospital;2. Department of Biology,

Chongqing Medical Uniwversity, Chongqing 400016, China)
Abstract: Objective To explore the miRNA (miRNA) differential expression profile of papillary thyroid carcinoma (PTC),
and to provide the evidence that miRNAs are involved in the molecular pathogensis of PTC. Methods Twelve human PTC and con-
trol tissues were tested by miRNA array and real-time PCR. mRNA was extracted from the tissues by Trizol reagent. miRNA dif-
ferential expression profile in PTC and controls were assayed by 875 miRHuman_13. 0_091250 miRNA array. Real-time PCR was
performed by TagMan® miRNA Assays kits on the tissues of PTC and controls. The relative expression was calculated using the
AACT method and normalized to the expression of U6 snRNA. Results

on version 13. 0 of the Sanger miRBase by miRNA microarrays. 572 miRNAs were expressed in PTC group.and 388 miRNAs were

We examined the expression of 875 miRNA species based

expressed in control group. Sixty-eight miRNAs were differentially expressed with P<ZO0. 01. Of these,47 were overexpressed and
21 were underexpressed in PTC. The changes with P<Z0. 01 ranged from 1. 6-fold to 19. 2-fold. Three upregulated (miR-433,miR-
221 and miR-21) and three down-regulated miRNA species (miR-138,miR-26a and miR-709) were examined. As anticipated, real-
Some miRNAs ex-
pressed differently between PTC and control groups,suggesting that they may be involved in the pathogensis of PTC.

time PCR confirmed the differences in expression of these miRNAs in PTC and control tissues. Conclusion
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