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Discovery and bioinformatic analysis of fibrinopeptide A :a high
expression of protein in serum of primary hepatic carcinoma
QIN Jian' ,HE Min* ,ZHANG Zhi-yong'® ,et al.
(1. Department of Occupational and Environmental Health ,School of Public Health ;
2. Medical Scientific Experimental Center ,Guangxi Medical University , Nanning 530021 ,China)

Abstract: Objectives To screen and identify the high expression of protein in the serum of primary hepatic carcinoma,and to
perform an initial bioinformatics analysis. Methods Using MALDI-TOF mass spectrometry after prefractionation of sera with Clin-
Prot magnetic bead enrichment sera from 6 patients with primary hepatic carcinoma and 6 healthy controls mass spectra were gener-
ated. Some characters of fibrinopeptide A were analyzed by bioinformatics. Results A peptide fragment with mass charge ratio (m/
z) 1 465 u was found to be highly elevated in cancer sera and was identified as fibrinopeptide A. Up-regulated expression of fibrin-

opeptide A was in primary hepatic carcinoma and other cancers. Conclusion Fibrinopeptide A may be a candidate biomarker of pri-

mary hepatic carcinoma.

Key words: primary hepatic carcinoma;fibrinopeptide A ;bioinformatics

JR & VE I8 (primary hepatic carcinoma, PHC) 2 3 [E & UL
MR IR 22— HPE T R AE T AL R G0 W M g vh B 28 3 (7. A
WFERAEER . BRI RR TR, G L ¥
H AR T BB TR R RE ST 10 R AR AR Y — R TR
WFFE ) R

VT AR R EE 1 BT 2 1 1 B R R B R 4 ke Sy R
B R IR R S A R TR RO BIL s N Bk B O SRR Y IR AR
BT AE™ . ClinProt £ R R 48 J& 30 47 ok & J& 2 ok i —
WA P 2 WF 9T B AR R 2R 20 18 R 8 BT AR 48 L 40 BT S A
A E R AR ARG BB A B R G R, R B BT R R
A, B F R T MR A BT R ki B B S R AR AR
A 75 328

AL FIH ClinProt $ A 2 48 i % 3 % %8 H T I 3% &
FIEME O F AR MR B X AT MR BT
1 #MHE5FE

L1 bkt
L1.1 Scsekedh IR A 2008 48 10 AT P9 E R R [ R

Ji R = B I DR 12 W Sy R 2 IV 98 1) BB 3 B (R 30T 17192 B AT R A
R RE MRS E M 2 mL, B FAEPEIKE .4 CHE 1L
J5 53 000 r/min B> 5 min, B FiE W, 3 A 1.5 mL EP 4%,

¥ JEATH P A RE Y 4 W H GER K 0592007-1C, KBl BE 0630006-5E, #: B ¥ 0993003C-13), &

5358804 ; E-mail : rpazz(@163. com,
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J R 53 AT
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oL VEB (WS) 5 10 L L5 (0. 3% 1Y o B E-4- 33 5 Py TR
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3k AR B2 K ) mRNA J7 51 F & 565, 3% 3 38 &R UniGene,
IR Z A R RS RIEFEFER .
2 % R
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BB 1% 43 W5 3 M S .V 20 M IR 5 4 L B AT BLIA Oy Fi-
brinogen & —ANF WA H . JEUAR B4 W6 B M Ah L 45 S KBk
)R TER YL TR B AL T 20~ 664 [X I, 1y 42 5 12 45 J0) Bk 43 i
B A bR AN BCAEE 1. 03 Dy 20~ 35 B9 N IILET Ik A i 35
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+Lys)h 15 EREWIN 4.4 hy AREREC 22. 11, %EH 5
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S FE F A o v o R gk
3 i
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BOR R TR TR S R TR T R 1 L S P AR
AR B B8 N ILET IR A T RE 5 N8 2 F Mo i Ak
JE S IR OG T A D BT 5 R b s 4

B NIMEF R A AR WS HiE i ClinProt £ A 6 1
S BUTE T B8 I AP R R IS RS A L R TE IR R AR Y
F X AT T RN IR AR AR D I Y A
IRGE X7/

SE

[1] ke, & KBk, o5 6, 55, A E 1990 ~ 1992 4 J5 & 1
JFREFE T 98 A o3 A L) 1. v 48 D R 2% 75, 1999, 21 (04) «
245.

(2] RWAF BREL A, L. 35 1 J50 4 2 70 4% B 3 Y BIF Y
HEREL)]. TR BE A% ,2009,38(22) : 2896.

[3] Cheng AJ,Chen LC,Chien KY,et al. Oral cancer plasma
tumor marker identified with bead-based affinity-fraction-
ated proteomic technology[J]. Clin Chem, 2005,51(12):
2236.

[4] Ebert MP, Niemeyer D, Deininger SO, et al. Identification
and confirmation of increased fibrinopeptide A serum pro-
tein levels in gastric cancer sera by magnet bead assisted
MALDI-TOF mass spectrometry [ J]. ] Proteome Res,
2006,5(9):2152.

[5] Orvisky E, Drake SK, Martin BM, et al. Enrichment of
low molecular weight fraction of serum for MS analysis
of peptides associated with hepatocellular carcinomalJ].
Proteomics,2006,6(9) :2895.

L6 FIBEIR LAk, Tk R A, B P 5T 4 2 76 1 IRV AT 52 o A B
FHLJ]. B PR BE 2% ,2006,35(9) :804.

Cficfe B3 .2010-03-10 &8l H 1 :2010-06-01)

WWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWWW?

BE.2H8% XA 863 973702 2B AL, %

3
;waf%o

O S e Ve






