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Association between polymorphisms of IL-1 genes and Helicobacter pylori-associated gastroduodenal diseases
YE Di-ging' , XIANG Yu'® ,ZHANG Li-ping' et al.
(1. Department o f Clinical Laboratory ,The First A f filiated Hospital ,Chongqging Medical University ,Chongqing 400016,
China;2. The center of evidence of Chongqging police bureau ,Chongqing 400016 ,China)

Abstract: Objective  To discuss the polymorphisms of IL-1 genes and their association with Helicobacter pylori-associated gas-
troduodenal diseases in Han people in Chongqing. Methods H. pylori-positive 142 patients with H. pylori-associated gastroduode-
nal diseases(38 chronic gastritis,30 duodenal ulcer,39 gastric ulcer,35 gastric cancer) and 70 healthy controls with H. pylori posi-
tive were genotyped for IL.-1B-511 and IL.-1RN gene polymorphisms by the PCR-RFLP method. Results The results indicated that
the frequencies of 1L.-1B-511 and IL-1RN genotypes in case group were not significantly different comparing control group (P>

0.05). Conclusion The results suggest that the polymorphism of IL.-1 gene has no association with Helicobacter pylori-associated

gastroduodenal diseases

Key words: gastroduodenal diseases;gene polymorphisms; Helicobacter pylori;interleukin-1
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F EDTA-K2 $ % . 2 Bk R BUAL ARt L 42 B0 E 40 i 26 X 41
DNA, —20 ‘C {77,

1.4.2 51yt M4 seek(5 ] it IL-1B-511 Al IL-1RN
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TCC TGG TCT GCA GGT AA-3',
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