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i@ i AF 5% VEGF-C,VEGFR-3 mRNA 3k /st Jo bl f P 89 A4, KB KRB M B AR O LB RG0ME, ik KA RT-PCR
kM 60 ) AT GF B SR LR I OB F ML SRR 1] VTR B 45 AR A P VEGF-C 4= VEGFR-3 mRNA & £k, 5t 547 3 5 6 Kk
WHEZAGE L, BR  MEALR P VEGF-C mRNA &k Mk % % 68.33% (41/60), % F 34 4] VEGFR-3 mRNA a4,
VEGF-C #» VEGFR-3 #4 % 1% %948 £ (P<<0.01), VEGF-C mRNA & 2 5B e ke 44 S E % TNM 532 24
X (P<0.05) 25 & 5 F8 MBXDABEER R X, EFMELF AL VEGF-C/VEGFR-3 mRNA k&%, &if VEGF-C
/VEGFR-3 mRNA % ik 5Bk & # 5 R LG ik,
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Expression of VEGF-C, VEGFR-3 mRNA and its predictive study on lymph node
metastasis and prognosis of non-small cell lung carcinoma
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Abstract; Objective Vascular endothelial growth factor C (VEGF-C) and vascular endothelial growth factor receptor 3(VEG-
FR-3) play important roles in lymphangiogenesis of malignant tumors. This study was designed to investigate the expression of
VEGF-C and VEGFR- 3 mRNA in non-small cell lung carcinoma, then try to find the rule of lymphatic metastasis and prognosis of
The expression of VEGF-C and VEGFR-3 mRNA was examined by RT-PCR in 60 cases of the fresh non-
small-cell lung cancer tissues and normal lung tissues,followed by the further analysis on the relationship between VEGF-C/VEG-
VEGF-C mRNA was detected in 41 of 60(68. 33%) lung
cancer tissues,and VEGFR-3 mRNA expressed in 34 cases of the VEGF-C mRNA positive tissues. There was a statistically positive
correlation between the incidence of VEGF-C and VEGFR- 3 mRNA (P<C0. 01). The expression of VEGF-C mRNA was signifi-

cantly associated with the lymph node metastasis, differentiation and TNM stages(P<C0. 05) , but not to the patientage, tumor size

lung cancer. Methods

FR-3 mRNA expression and clinical- pathological characters. Results

and pathologic type. The expression of VEGF-C/VEGFR-3 mRNA in normal lung tissues was under detectable level. Conclusion
The expression of VEGF-C and VEGFR-3 mRNA are closely related to lymphatic metastasis and prognosis of lung cancer.
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tin ) RT-PCR % 751 ¥ 7 5 4 B LB 9 TR A R A | 3
B, BB RGIYIT I L,
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PIRAR S Z 09 1 = 4. Dhislon) & 32 4t =2 X I RNA B &
LR ST W BB 38 7 Sk PR R DR 3R B AN AR Al
RNA (4 88 7= 4 Sy BA VX IR, L B-actin Jy Y%} IE . PCR [
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B 319 51 BIGREE TCC)  fRFF UK 7% (bp)

VEGF-C
i 5'-AGA CTC AAT GCA TGC CAC G-3' 55 35 135
TF 5'-TTG AGT CAT CTC CAG CAT CC-3’

VEGFR-3
i 5'-AGT CGC TGG AGC TGC TGG TA-3' 55 35 400
By 5'-CCC GGA CAG TGC CTT TCC A-3'

Bractin
i 5'-TGA CGG GGT CAC CCA CAC TGT GCC CAT CTA-3' 55 35 610
T 5'-CTA GAA GCA TTT GCG GTG GAC GAT GGA GGG-3
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FiK(68. 33%) M X F K BN 1. 04 £ 0. 30541 ffil VEGF-C
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mRNA B HEFRAS 3 K 46 0 3] VEGFR-3 mRNA £ ik, 7E 1
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ELgs A 12 ) VEGF-C mRNA FA ¥ % 5
VEGFR-3 mRNA ik,

1 2 3 4 5 6 M

(0.68+0.11), 7

f-actin 600 bp
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VEGFR-3 400 bp
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25 55 R By AR /)N 41 it Bl R £ 4R (P<<0. 05) , IL5E 2,
=2 e/ B B 4B 42 B VEGF-C mRNA VEGFR-3
mRNA M RIZSEARFREREZZEANXR

ZH n VEGF-C mRNA P VEGFR-3 mRNA P
R CH)
=52 31 1.0340.26 >>0.05 0.86+0.16 >>0.05
<52 29 1.0540.27 0.8940. 21
JifrgE KN Cem)
=5 30 0.9940.19 >>0.05 0.89+0.17  >0.05
<5 30 1.0840.30 0.86+0.16
S L2 Y
i oo 18  1.0540.25 >0.05 0.934+0.15 >>0.05
i g 39 0.9940.19 0.900. 14
R A 3 1.01£0.17 0.85+0.17
oy AR
[=Yixia 5 0.7940.20 <€0.05 0.73+0.19  <C0.05
H o1k 26 0.8140.18 0.754+0.18
ik 531k 29 1.1240.27 1.16+0.29
P-TNM 431§
1+ 29 0.7740.14 <C0.05 0.70+0.13  <C0.05
m+n 31 1.16+0.21 1.00+0. 19
WL 58
H 32 1.2940.29 <C0.01  1.0940.20 <<0.05
J 28 0.68+0.11 0.71+0.13
3 3 ®
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A KDR 72 fiff i 04 A2 R 9 1 R BE S 38 £ T 56 F VEGE-C
mRNA Fl VEGFR-3 mRNA T i 8 itk UL & AR b 9 7E T % 5
MBS MBS XL RTRERD.
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3.1 VEGF-C % VEGFR-3 mRNA [#hE/EA VEGF-C %
B3 AR TR R R B fle-4/ VEGFR-3 32 #4458 ik [
BB, PR £ VEGF-C & VEGFR-3 mRNA 23580
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mRNA ik AP 25 5T 8 Y J PR < b9 20 B 1 bk B 45 5 B
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20 10 4 9K B 45 46 % . Chita 50 5@ 1 %) 122 ) 1 399 4E /) 40 id
Jit 9 U O 45 T 2 3% 1 F 9 R B L A U 2 45 R A% 41 VEGEF-C
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