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Abstract: Objective To investigate the clinicopathological of RhoC mRNA and protein expression in esophageal squamous cell
carcinoma(ESCC) , cancer-adjacent atypical hyperplasia epithelium and normal esophageal epithelium. Methods The expression of
RhoC mRNA and protein in 62 cases of esophageal squamous carcinoma, 31 cases of cancer-adjacent atypical hyperplasia epithelium
and 62 cases of normal esophageal epithelium tissues were detected with in situ hybridization and SP immunohistochemical method.
Results The expression of RhoC mRNA and protein decreased in turns in carcinoma,adjacent atypical hyperplasia epithelium and
normal esophageal epithelium specimens,there were significant differences in group comparison(P<C0. 05). For ESCC, the expres-
sion level of RhoC mRNA and protein were significantly related to the degree of differentiation, depth of invasion and lymph node
metastasis( P<(0. 05). There was the significant positive correlation between RhoC mRNA and RhoC protein(P<Z0. 05). Conclusion

The increased expression of RhoC mRNA and protein may play an important role in carcinogenesis,invasion, metastasis of esoph-
ageal squamous cell carcinoma. RhoC may become an objective target to evaluate the potential of lymph node metastasis of esopha-
geal squamous cell carcinoma.
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