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A comparative proteomics research on human pulmonary adenocarcinoma cell line
A549 and normal human bronchial epithelial cell line HBE "
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Abstract: Objective To establish differential protein expression profile of human lung adenocarcinoma cell line A549 and nor-
mal human bronchial epithelial cell line HBE using proteomics technology. and to identify some of the protein spots whose expres-
sion were up-regulated obviously in A549 cells. Methods Total protein of A549 and HBE cells were extracted and subjected to two-
dimensional polyacrylamide gel electrophoresis(2-DE). The differentially expressed protein spots were recognized by image analy-
sis, and then the matrix-assisted laser desorption/ionization time of flight mass spectrometry(MALDI-TOF-MS) was employed to
identify proteins whose expression were up-regulated obviously in A549 cells. Results (1) Comparatively analyzing the 2-DE pro-
tein patterns of the two types of cell lines, a total of 256 differentially expressed protein spots were found, with 15 spots differen
tially expressed only in A549 cells and 21 spots only in HBE cells. (2) 7 kinds of protein including epidermal growth factor recep-
tor (EGFR), murine double minute 2 (MDM2) , CD44, cytokeratin 8(CK8), heterogeneous nuclear ribonucleoprotein H (hnRNPs
H), heat shock protein 60 (HSP60) and phosphoglycerate mutase 1(PGAMI1) , were identified by peptide mass fingerprintin, and
their expression were obviously up-regulated in A549 cells. Conclusion 2-DE protein patterns of A549 and HBE cells are success-
fully obtained by proteomic technology, and some of the proteins whose expression were up-regulated obviously in A549 cells are
identified. These lay a foundation for further screening of molecular diagnostic, treatment and prognostic markers of lung cancer.
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