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Rapid DNA extraction from buccal swabs by alkaline lysis method for study of CHRNA3 gene polymorphism”
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(1. Faculty of Medical Sciences ,Graduate School ;2. Department o f Biochemistry and Molecular Biology ,School o f Medicine ;
3. Department of Laboratory Animal Science s Nanchang University s Nanchang, Jiangzi 330006 ,China)
Abstract : Objective To establish a rapid method for DNA extraction from buccal swabs and investigate its application in analy-
sis of cholinergic receptor nicotinic alpha3 (CHRNA3) gene polymorphism. Methods Lysis solution was made from NaOH and
ethylenediaminetetraacetic acid(EDTA) ,and tris Chydroxymethyl) aminomethane-EDTA(TE) was served as neutralizing solution.
DNA was extracted from buccal swabs via two steps: heating and neutralizing. rs6495309 in CHRNA3 gene was genotyped by poly-
merase chain reaction-restriction fragment length polymorphism(PCR-RFLP) assay using templates of extracted DNA. The samples
of different genotypes were confirmed by direct sequencing analysis of PCR products. Results The target DNA bands obtained by
PCR amplification and enzyme digestion were clear,and no nonspecific band was detected. The results of PCR-RFLP agreed well
with the results of direct sequencing. Conclusion The alkaline lysis method for preparation of DNA from buccal swabs is rapid,
simple, economical, reliable,and can be used for analysis of CHRNA3 gene polymorphism.
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