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A preliminary study on serum proteomics for tumor markers of oral squamous cell carcinoma”
Ma Hong' . Zhao Tianjiang' ,Wang Jinsheng',Cao Xinghua' ,Pan Wei*
(1. Department of Oral and Maxillofacial Surgery,Faculty of Stomatology ;2. Laboratory of Proteomics ,
Faculty of Medical Laboratory Science ,Guiyang Medical University ,Guiyang,Guizhou 550004 ,China)
Abstract : Objective To screen the differentially expressed proteins in serums of patients with oral squamous cell carcinoma and
healthy people,and to lay a foundation for further study on genesis mechanism of oral squamous cell carcinoma and establishment of
oral tumor marker system. Methods Peripheral serum samples of 17 patients with oral squamous cell carcinoma and 17 healthy
people were collected. Two-dimensional gel electrophoresis with immobilized pH gradients, mass spectrometry and bioinformatics
analysis were employed to screen the differentially expressed proteins in serums of patients with oral squamous cell carcinoma. Re-
sults Seven protein spots were found significantly differential expression in serums of patients with oral squamous cell carcinoma

and healthy people,and two of them were haptoglobin and haptoglobin isoform 1 preproprotein,respectively, which were both high-

ly expressed in the serums of patients with oral squamous cell carcinoma. Conclusion

Expression of haptoglobin in peripheral

serum is vary from patients with oral squamous cell carcinoma to healthy people.
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