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Mouse boule protein binds to 3'UTR of Crem mRNA and regulates its expression”
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Abstract ; Objective

the function of Boule protein in spermatogenesis. Methods

To investigate the interaction between Boule protein and sperm maturation related gene Crem and reveal

The pGEX-Boule expression vector was constructed and transformed in-

to BL21 competent cells,and induced Boule protein was purified. RT-PCR and EMSA were performed to analyze the mRNA bond to

the Boule protein. Results

The recombinant expression vector pGEX-Boule was successfully constructed and purified GST-Boule

protein was obtained, RT-PCR and EMSA experiments indicated that Boule protein was capable to bind to Crem3'UTR. Conclusion

Boule protein may regulate the expression of the Crem protein by binding to Crem3' UTR and plays a role in spermatogenesis

process.
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I GST-Boule & g5 Crem 3' UTR mRNA 4454, 1M
GST HEAARE S H4 4 (O, i — 439 Boule & 1 it 45
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Maines %5 fF 55 & 3L, 76 i Boule 2 1R 35 16 F 55 — R
o Hui i W HE Twine B3Rk, 1 Twine 7] BEER fb cde25 i
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