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Drug resistance and genotype of plasmid AmpC enzyme in Klebsiella pneumoniae in a hospital of Chongqing
Cai Jun
(Department o f Clinical Laboratory ,Chongqing Corps Hospital ,Chinese People’s Armed
Police Force ,Chongqing 400061 ,China)
Abstract: Objective To investigate the prevalence and genotypes of AmpC beta-lactamase produced by Klebsiella pneumoniae
in our hospital,and analyze its antibiotic resistance. Methods The identification and antibiotics susceptibility of isolates were deter-
mined by the Vitek2-compact automatic microbial identification system. AmpC beta-lactamases was detected by three-dimensional

A total of 116

isolates were collected from Jul 2010 to Jun 2011. The AmpC beta-lactamase were detected in 21 isolates,accounting for 18. 1%.

extract test. Genotypes of AmpC beta-lactamases were determined by multiplex PCR and DNA sequencing. Results

The resistants of AmpC beta-lactamases-producing isolates to third-generation cephalosporins,aminoglycosides,and quinolones anti-
biotics were 57.1%-100%. The resistances to ampicillin/sulbactam,amoxicillin/clavulanate, cefoperazone/sulbactam,and piperacil-
lin/tazobactam were 90.5% ,85. 7% ,42. 9% ,38. 1% ,respectively. All isolates were sensitive to imipenem and meropenem. The re-
sistances of AmpC beta-lactamase positive strains to drugs such as cefoxitin, third-generation cephalosporins,ampicillin/sulbactam,
amoxicillin/clavulanate were significantly higher than that of AmpC beta-lactamase negative strains. The genotypes of AmpC beta-
lactamases in all 21 isolates were DHA-1 type. Conclusion The multiple drug resistance of AmpC producing K. pneumoniae in our
hospital was serious and the ratio of AmpC beta-lactamases producing strains was higher. The antibiotic for the treatment of infec-
tion caused by AmpC producing K. pneumoniae should be used according to antibiotic susceptibility test results.
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