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A correlation research of the expression of miRNA-20a and TNM staging in colorectal cancer and the lymph node metastasis

Ma Qunying', Jiang Meiling' ,Ma Fengli' ,Li Zhao' , Xu Angao*>
(1. Department of Gastroenterology , Nan fang Hospital , Southern Medical University ,Guangzhou,Guangdong 510515,
China;2. Huizhou Medicine Institute sthe First Hospital of Huizhou , Huizhou,Guangdong 516001 ,China)

Abstract: Objective To investigate the expression of miRNA-20a in colorectal cancer and its relation with clinical pathology
features. Methods Total RNA were extracted from 52 paired colorectal cancer(CRC) tissues and para cancer normal tissues which
were excised surgically. miRNA-20a was detected by real time PCR with TagMan probe. Then,the clinical significance of miRNA-
20a was analyzed. Results The expression level of miRNA-20a in CRC tissues was 2. 05(0. 046 —10. 274) , which was significantly
higher than para cancer normal tissues(Z=—3.597,P=0. 000) ;and the expression of miRNA-20a was correlated with TNM stag-
ing(T=3.223,P=0.001),tissues with higher TNM stages expressed higher miRNA-20a. miRNA-20a levels were also related to
lymph node invasion(Z= —2. 141, P=0. 037) , tissues with positive node invasion expressed higher miRNA-20a. No significant
correlation was found between miRNA-20a and gender, age, tumor site and tissue differentiation. Conclusion The upregulation of
miRNA-20a might play a role in tumorigenesis and metastasis of colorectal cancer.

Key words: intestinal neoplasms; miRNA-20a; TNM staging
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