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Effects of shRNA mediated down-regulation of TPXZ2 on sensitivity of A549 cells to paclitaxel
Liu Ying » Zhang Hui® , Tang Xi
(Research Center of Molecular Medicine and Cancer/Department of Pathology ,
Chongqing Medical University ,Chongqging 400016 ,China)

Abstract: Objective To study the effect of short hairpin RNA (shRNA) targeted TPX2 on TPX2 gene expression and sensitiv-
ity of A549 cells to paclitaxel. Methods The DNA fragment targeting human TPX2 gene was inserted into the plasmid,and the re-
combinant plasmid was constructed. The recombinant plasmids were transfected into A549 cells by lipofectamine 2000 and G418
was selected and cloned. There were three groups:shRNA-TPX2 group,negative control group and blank control group. The levels
of TPX2 were detected with RT-PCR and Western blot before and after transfection, respectively. The sensitivity of A549 cells to
paclitaxel was detected by MTT after transfection. The levels of LRP and MRP mRNA were detected by RT-PCR. Results After
TPX2-shRNA expression vector transfection, RT-PCR and Western-blot assays showed that there was a significant decrease in
TPX2 mRNA and protein levels. TPX2-shRNA enhanced the sensitivity of A549 cells to paclitaxel. But there was no effect on the
levels of LRP and MPR mRNA. Conclusion TPX2-shRNA expression vector can significantly suppress TPX2 expression and en-
hances the sensitivity of A549 cells to chemotherapeutics.
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