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The inverse PCR :good method for deletion breakpoint mapping
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Abstract: Objective

gestion, ligation and PCR reaction, the breakpoint was confirmed by sequencing. Results

To map the deletion breakpoint of 9p21 in breast cell line MCF-7 use the inverse PCR. Methods

After di-

The deletion breakpoint started at chr9:

21819532 and ended at chr9:21989622 with a small insertion of ACTGG, which was consistent with the result confirmed by the

long range PCR. Conclusion The inverse PCR is one good method for deletion breakpoint mapping and suitable for large sample

size detection.
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