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Status analysis of prevailing strains of non-EV71 and non-CA16 enteroviruse
Yang Xiaohua ,Li Kewei ,Zhang Guangwu ,Gong Zhigin ,Liu Xiaojie ,Li Ying
(Center for Disease Control and Prevention/Pathogenic Microorganism Laboratory of Inspection Center of
Luoyang City ,Luoyang, Henan 471000, China)
Abstract: Objective To investigatethe constituents of enteroviruse which can cause hand-foot-and-mouth disease(HFMD) , and
prevent against the development of new prevailing strains and provide basis for prevention and control of HFMD in Luoyang city.
Methods Reverse-transcription polymerase chain reaction (RT-PCR) was used to identify the type of RNA of stool specimen of
HFMD cases in Luoyang,to distinguish the subtype of strain,9 enterovirus-positive specimens which coxcackie virusA16 (CA16)-
and enterovirus71 (EV71)-negative were selected randomly for 5'UTR sequencing. strain-specific primers were used to detect posi-
tive samples in 75 CA16- and EV71-negative but other enterovirus-positive specimens by using real time RT-PCR. Composition
characteristics of CA6 were further analyzed. Results Primary screening was conducted with the results of 5'UTR sequencing of 9
commonent erovirus-positive specimens and there were 5 CA6-positive, which were prevailing strains; there were 20 CA6-positive of
75 commonenterovirus-positive specimens,the proportion of CA6-positive in enterovirus-positive specimens was 29. 76 % (25/84).
Thirteen samples were collected from male and 12 from female,2 cases resulted in severe symptoms,5 from city and 20 from coun-
try. Conclusion The composition of commonent erovirus which results in HFMD was complex and the proportion of CA6 was
higher, which should be pay more attention.
Key words: hand-foot-and-mouth disease;common enterovirus; CA6
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