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The diagnostic value of miR-101,miR-223 and miR-424 as potential biomarkers on pulmonary tuberculosis "
Yan Baosong' ,Wang Jing® ,Luo Jie' ,Chen Ming' ,Deng Shaoli'®
(1. Department of Clinical Laboratory ,Daping Hospital sResearch Institute of Field Surgery .the Third
Military Medical University ,Chongqing 400042, China;2. Department of Clinical
Laboratory, Public Health Treatment Center ,Chongging 400036 ,China)

[Abstract] Objective To explore potential miRNA biomarkers for diagnosis of pulmonary tuberculosis. Methods Healthy
group, pneumonia group and lung cancer group were selected as control group,and the patients with pulmonary tuberculosis were
acted as experimental group. The expression levels of 8§ miRNAs (miR-21, miR-29a, miR-101, miR-378, miR-146a, miR-223, miR-
361-5p and miR-424)in 44 cases of experimental group and 98 cases of control group were detected by qRT-PCR,and their differ-
ences were compared between each group. Logistic regression was applied to select diagnostic miRNA markers and set up the re-
gression equation; ROC curve was used to evaluate the diagnostic accuracy of the equation. Results We identified a panel of miR-
101, miR-223 and miR-424 that yielded high diagnostic accuracy. The AUC for the miRNA panel was 0. 939 with 90. 91% sensitivi-
ty and 81. 63 % specificity. Conclusion miR-101,miR-223 and miR-424 might be used as potential biomarkers for diagnosis of pul-
monary tuberculosis.
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