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[Abstract] Objective
lung cancer(NSCLC) ,and to explore the clinical significance of NSCLC. Methods

Tto investigate the expression of microRNA-152(miR-152)in the serum of patients with non-small cell
The relative expression levels of miR-152 in ser-
um of 61 NSCLC patients and 80 healthy individuals were assessed by quantitative real-time PCR(RT-PCR) ,and the clinical patho-
logical parameters was analyzed. Results The expression of miR-152 was significantly lower in the serum of NSCLC than that of
controls (P<0. 01). Down regulation of miR-152 was found to be correted with the clinicopathological features such as smoking his-
troy and TNM staging(P<C0. 05) , but there was no significant difference in different age,sex, histological type and tumor differenti-
ation(P=>0. 05). The ROC curve for miR-152 revealed a strong diagnostic performance, the value of the area under ROC(AUC-

ROC)was 0. 820(95%CI:0.752—0. 889) ,optimal sensitivity and specificity were 63. 80% and 90. 20% when 0. 48 was selected as

the critical value. Conclusion

suggests that it may be a particular biomarker for the clinical diagnosis of NSCLC

It was found that miR-152 is significantly reduced in serum samples of NSCLC patients,and the data
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