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[ Abstract |

survival time of lung squamous cell carcinoma (LUSC) ,and investigate its molecular mechanism. Methods

To explore the correlation between BCL2 binding component 3 (BBC3) expression and postoperative
The expression of BBC3
in 39 patients was detected by using qRT-PCR assay. Meanwhile, clinical data of all patients were collected by follow-up visit.

Objective

Then, the survival analysis was performed by using Kaplan-Meier and log rank tests. Moreover, multiple factors analysis was per-
formed using COX proportional hazard model. At last, BBC3 was over—expressed in NCI-H226 cell lines,then detected the effects
of BBC3 expression on cell proliferation and apoptosis by using MTT assay and flow cytometry. Results BBC3 expression were sig-
nificantly correlated with the tumor metastasis (#=0.556,P=0. 023) , tumor size (r=0. 532, P=0. 042),T staging (r=0. 551,
P=0.021) and TNM staging (»=0.524,P=0. 047). Meanwhile, the results of Kaplan-Meier and log rank tests found that BBC3
expression was significantly correlated with survival time of patients with LUSC, and the length of survival time in patients with
high BBC3 expression was longer than that in patients with low BBC3 expression (X2 =7.542,P=0.006). The COX proportional
hazard model indicated that tumor metastasis, T staging, TNM staging and BBC3 expression were independent factors which signifi-
cantly affected survival time. Moreover, the proportion of apoptotic cells in the recombinant plasmid BBCs group was higher than
that in the empty plasmid group and control group (P<C0. 05). Conclusion BBC3 expression could suppress the proliferation of
tumor cells and promote apoptosis,and are significantly correlated with survival time of patients,so which may be assistant biomar-
kers for prognosis of LUSC.
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