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[ Abstract] Objective

ness-heat syndrome patients. Methods

To screen out the potential miRNA biomarker of chronic hepatitis B with damp-
Microarray technology was used to detect chronic hepatitis B miRNA
in the spleen-stomach dampness-heat syndrome group, the liver and gallbladder dampness-heat syndrome
group,the spleen deficiency and dampness-heat syndrome group, the hidden syndrome group and the control
group,analyzed the potential miRNA markers of dampness-heat syndrome,and the target genes were predicted
and the functions were analyzed. Results Nine potential mRNA biomakers were found in the spleen-stomach
dampness-heat syndrome, 14 potential mRNA biomakers were found in the liver and gallbladder dampness-
heat syndrome, 17 potential mRNA biomakers were found in the spleen deficiency and dampness-heat syn-
drome;hsa-miR-1260a was a mutual regulation miRNA among the three kinds of dampness-heat syndrome,and
all expressions were up-regulated, the differences were 6. 130 00,11. 003 02, and 6. 827 84 respectively. The
target gene prediction and enrichment analysis showed that a total of 3 302 target genes were obtained, the
functions involved heparin sodium response and Wnt signaling pathways. Conclusion The potential miRNA
biomarker of chronic hepatitis B with dampness-heat syndrome is hsa-miR-1260a.
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