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[ Abstract | Objective To explore the correlation between the quantitative expression of peripheral
blood human telomerase reverse transcriptase (hTERT) mRNA and cytokeratin 19 (CK19) mRNA in the na-
sopharyngeal carcinoma patients with tumor micrometastasis. Methods The quantitative expressions of pe-
ripheral blood hTERT mRNA and CK19 mRNA before and after treatment in 44 patients with nasopharyngeal
carcinoma were detected by adopting the quantitative real time fluorescence PCR (qRT-PCR) ,and their corre-
lation with clinicopathologic features was analyzed, meanwhile 20 individuals undergoing healthy physical ex-
amination served as the controls. Results The relative expression level of peripheral blood CK19 mRNA in
the control group was 0. 85+0. 50, which in the patients with nasopharyngeal carcinoma was 10. 97+4. 60, the
difference was statistically significant (z=—14. 39, P<C0. 01) ; the relative expression level of peripheral blood
hTERT mRNA in the individuals undergoing healthy physical examination was 1. 09240. 40, which in the pa-
tients with nasopharyngeal carcinoma was 10. 75 4= 3. 81, the difference was statistically significant (¢ =
—16.64,P<C0.01). The expression levels of peripheral blood hTERT mRNA and CK19 mRNA had the corre-
lation with clinical stage, T classification, N classification and M classification (P<C0. 05). The hTERT mRNA
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expression level after treatment in the patients with nasopharyngeal carcinoma was decreased from 10. 45+
3.81 to 5.46+2.00,and CK19 mRNA expression level was also significantly decreased from 10. 97 +4. 60 to
5.6341.91 (P<C0.01). Conclusion The expression of peripheral blood hTERT mRNA and CK19 mRNA in

the patients with nasopharyngeal carcinoma might serve as one of indexes for predicting tumor cell microme-

tastasis in peripheral blood and judging therapeutical efficacy.
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