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Expression of miR-146a in gastric mucosal tissues in children patients with Helicobacter
pylori infection and its correlation with TLR4/NF-kB signal pathway "
SUN Bo,ZHOU Fang ,LI Xiaoqin®
(Department of Gastroenterology ,Children's Hospital Af filiated to Zhengzhou
University , Zhengzhou, Henan 450000, China)

[Abstract] Objective To investigate the expression change of miR-146a expression in gastric mucosal
tissue and its correlation with TLR4/NF-«B signaling pathway in children patients with Helicobacter pylori
(Hp) infection. Methods One hundred and seven children patients in the Zhengzhou Children’s Hospital from
February 2014 to December 2016 were selected and divided into the Hp infection group (n=58) and non-Hp
infection group (n=49). The expression of miR-146a in gastric mucosal tissues was detected by using in situ
hybridization assay. Real-time quantitative PCR was used to detect the expressions of miR-146a, TLR4 mRNA
and NF-kB mRNA in gastric mucosal tissues. The levels of 1L.-6,11.-8 ,11.-10 and TNF-q in gastric mucosal tis-
sues were detected by ELISA. Results The positive expression rate of miR-146a in gastric mucosal tissues in
the Hp infection group was 72. 4% (42/58) ,while which in the non-Hp infection group was 22.4% (11/49),
and the difference was statistically significant (y*=26.526,P=0.000). The relative expression levels of miR-
146a, TLR4 mRNA and NF-kB mRNA in gastric mucosal tissues in the Hp infection group were higher than
those in the non-Hp infection group,and the differences were statistically significant (P<Z0. 05). The levels of
1L.-6 ,11.-8,11.-10 and TNF-¢ in the Hp infection group were higher than those in the non-Hp infection group,
and the differences were statistically significant (P<C0. 05). The Pearson correlation analysis showed that the
relative expression level of miR-146a in gastric mucosal tissues in the Hp infection group was positively corre-

lated with the relative expression level of TLR4 mRNA, the relative expression level of NF-kB mRNA and the
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levels of 11.-6 ,11.-8 ,11.-10 and TNF-a (P<C0. 05). Conclusion miR-146a shows high expression in gastric mu-

cosal tissues of children patients with Hp infection, which might be involved in the Hp pathogenic process by

regulating the inflammatory response mediated by TLR4/NF-«B signaling pathway.
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