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[ Abstract |

breast cancer susceptibility in females of Han Chinese. Methods

Objective To investigate the association between APOBEC3 genetic polymorphism and
We used PCR-restriction fragment length
polymorphism (RFLP) method to detect the polymorphisms of 3 single nucleotide polymorphism (SNP):
rs5757402,1s17370615,rs12157810,and the deletion copy number variation (CNV) locus in 282 patients with
breast cancer and 302 cancer-free people. Results
rs17370615 and CNV locus had significant differences between the two groups (P<C0. 05). Also, the frequen-
cies distributions in GA in rs17370615,Ins/Del and Del/Del genotype CNV locus had significant differences
between the two groups (P<C0. 05), the value-at-risk was 1. 457 (1. 116, 1. 902),2. 927 (1. 478,5. 796) and
1.629(1.156,2. 297). Conclusion Polymorphisms of rs17370615 and CNV locus might be related to the risk

of breast cancer.

We found that the allele frequencies distributions of

[ Key words] breast neoplasms; APOBEC3 gene;polymorphism,single nucleotide; copy number variation
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