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Effects of sleeping beauty transposase on the tumorigenesis rate of intrahepatic
cholangiocarcinoma mouse model”
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[ Abstract] Objective To establish animal model of intrahepatic cholangiocarcinoma (ICC) by hydrody-
namic plasmid transfection,and to compare the effects of two transposable enzymes SB100 and SB13 on the tu-
morigenesis rate of intrahepatic cholangiocarcinoma animal models. Methods The transposons expressing
myr-Akt gene and the NICDI1 transposon were injected with the SB100 (group A) and SB13 (group B) trans-
posase plasmid solution, respectively into the liver through the tail vein by hydrodynamic injection. Mice
NICDI1 and myr-Akt gene plasmids were injected as group C,injected with normal saline as control group D.
Mice were sacrificed after 4 weeks,and cholangiocarcinoma tumor formation was determined by pathological
examination and immunohistochemical detection of CK19 and HA-tag (the sequence tag of hemagglutinin sur-
face antigen determinant of Influenza Virus). Results Group A had a cancer rate of 100% (20/20) ; group B
had a cancer rate of 70% (14/20). Pathological results and immunohistochemistry indicated that the tumor was
cholangio cellular carcinoma in group A,the strongly-positive expression rate of CK19 was 55% , the strongly-
positive expression rate of HA was 60% , which in group B was 60% and 65% respectively. No positive ex-
pression in group C and D. Conclusion The transposase SB100 can significantly increase the tumor formation
rate comparing with SB13.
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