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Different expression and clinical significance of miR-216a in tissue and plasma of gastric cancer patients”
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[Abstract] Objective To detect tumor tissue and plasma miR-216a expression levels in patients with
gastric cancer,and explore its relationship with clinicopathological characteristics and prognosis after surgery.
Methods A total of 120 cases of patients with gastric cancer undergoing surgical treatment in this hospital
from January 2012 to December 2014 were selected. Tumor tissue and adjacent tissue samples, plasma speci-
mens of patients before and after surgery,and plasma specimens of healthy volunteers (120 cases) were col-
lected. The expression levels of miR-216a in tissue and plasma samples were detected by RT-qPCR, and their
relationships to clinicopathological characteristics and prognosis of gastric cancer were statistically analyzed.
Results The expression level of miR-216a in gastric cancer tissue samples was significantly lower than that in
adjacent tissue samples (P<C0.01). Before surgery,the plasma level of miR-216a in patients with gastric canc-
er was significantly higher than that in healthy volunteers (P<C0. 01). Compared with before surgery,the plas-
ma level of miR-216a in patients with gastric cancer was significantly decreased after surgery (P<C0.05). The
relative expression level of miR-216a in gastric cancer tissues was correlated to tumor differentiation and TNM
stage (P<C0. 05). The relative expression level of miR-216a in plasma was correlated to tumor differentiation,
TNM stage,lymph node metastasis and tumor size (P<C0. 05). Patients with high expression of miR-216a in
gastric cancer tissues had lower recurrence rate and higher survival rate than patients with low expression of
miR-216a in gastric cancer tissues,no statistically significant difference was observed (P>0. 05). However,
patients with low plasma level of miR-216a had lower recurrence rate and higher survival rate than patients

with high plasma level of miR-216a,there was statistically significant difference (P<C0. 05). Conclusion The
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expression of miR-216a in tissues and plasma of patients with gastric cancer is significantly different, which is

related to tumor differentiation and staging.and its expression in plasma is related to the prognosis. The plas-

ma miR-216a has potential value in early diagnosis and treatment and prognosis judgement of gastric cancer.
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