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Expression of microRNAs in nasal mucosal swab samples from children
with respiratory syncytial virus infection”
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[ Abstract] Objective To study the expression of microRNAs in nasal mucosal swab samples of children
with respiratory syncytial virus (RSV) infection and its relationship with the severity of symptoms. Methods
Twenty-six cases of children with a diagnosis of RSV infection from September 2017 to February 2018 were
regarded as experimental group,in which 17 cases were referred as mild subgroup and 9 cases were severe sub-
group according their clinical symptoms. Twelve healthy children who came to the hospital for outpatient visits
at the same time were selected as the control group. Nasal mucosa specimens were collected,and the microR-
NAs expression profile for 2 cases of severe subgroup,2 cases of mild subgroup and 2 cases of healthy children
were analyzed by microRNAs microarray. 24 microRNAs screened out from microRNAs microarray were veri-
fied by qPCR. Results Compared with the control group,the expression of miR-320d, miR-34b,miR-125a and
miR-429 were down-regulated in the experimental group,while the expression of miR-155, miR-203a and miR-
106b were up-regulated. For subgroups analysis, miR-125a expression level in the mild subgroup was signifi-
cantly lower than that in the severe subgroup (r=26. 48, P<(0. 05). Conclusion The different expression mi-
croRNAs in nasal mucosa specimens for RSV positive infants shows a close association with the immune sys-
tem,especially for miR-125a, which is associated with NF-¢B pathway, it might explain the mechanism for
difference disease severity in children with RSV infections.
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