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[ Abstract] Objective To investigate the association of non-obstructive azoospermia (NOA) in Guizhou
region with 4 single nucleotide polymorphism (SNP) of related susceptibility genes (PRMT6, PEX10/
MMEL1, SOX5, LOC10028947/SIRPA/SIRPG). Methods NOA patients with clinical diagnosis (the disease
group) and healthy Han population (the control group) from Guizhou region were selected. NOA patients
have been excluded from other urogenital diseases without special medical history or family history. Allelic
frequencies of 4 SNP [rs12097821 (G/T), rs2477686 (G/C), rs10842262 (G/C) and rs6080550 (C/T)] were
identified by Tagman-MGB probe SNP-test. SPSS17. 0 software was conducted for statistical analysis.
Results The differences in genotype frequency distributions of rs12097821, rs2477686 and rs6080550 between
the disease group and the control group were statistically significant(P<Z0. 05). The frequency of C allele at
polymorphic site rs2477686 in the disease group was significantly higher than that in the control group (P<C
0. 05) ,and the frequencies of T allele at polymorphic site rs12097821 and rs6080550 in the disease group were
also significantly higher than those in the control group (P<C0. 05). But there was no significant relationship
between the disease group and the control group in rs10842262 SNP. Conclusion Rs12097821, rs2477686 and
rs6080550 SNP may have correlation with NOA in Guizhou.
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