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Expression and clinical significance of transcription factor CP2 in colorectal carcinoma”
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[Abstract] Objective
and explore the relationship with the clinicopathological features. Methods

To detect transcription factor CP2 (TFCP2) expression in colorectal carcinoma,
The expression of TFCP2 was de-
tected in 128 patients colorectal carcinoma tissues and adjacent mucosal tissues by immunohistochemistry. The
expression of TFCP2 colorectal carcinoma and adjacent mucosal tissues of 5 patients in surgical with colorectal
carcinoma were detected by Western-blot and reverse transcription-PCR (RT-PCR). Results The immunohis-
tochemistry results showed that the positive expression rate of TFCP2 in colorectal carcinoma tissues
(85.9%) was significantly higher than that of the adjacent mucosal tissues (21.1%). The mRNA expression
of TFCP2 was 1.40~17. 00 times relative to colorectal tissue. Western blot confirmed that the expression of
TFCP2 in colorectal carcinoma was 1. 01~3. 56 times that of adjacent tissues. TFCP2 expression was not re-
lated to the patient’s age of tumor onset,gender and location of the tumor,however,it is related to tumor dif-
ferentiation,infiltration depth,invasion and metastasis and Dukes’ stage. Conclusion TFCP2 highly expressed
in colorectal carcinoma and there was a significant correlation with the clinicopathological features.
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