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[ Abstract ]| Objective To construct siRNA interference TWSGI1 expression plasmid, to observe the
effect of TWSGI gene on the cellular proliferation and apoptosis of human gastric cancer cell line SGC-7901.
Methods The TWSGI gene siRNA was designed and transfected into SGC-7901 cells for constructing the sta-
ble cell line. The stable cell line was detected by RT-PCR and Western blot respectively,and the cell prolifera-
tion was detected by CCKS8. The cell cycle detection was performed. Results The eukaryotic expression plas-
mid was successfully constructed. After successful transfection of SGC-7901 cell line,siRNA was used to inter-
fere with TWSGI1 expression,and the gray value of SGC-7901 cells with siRNA interfering with TWSGI1 ex-
pression was significantly lower than that of the internal reference. The OD value at 24,48,72 h was detected
by CCKS8:siRNA-interfering SGC-7901 cells at 48,72 h were proliferated by 339 % and 850% respectively;the
blank group SGC-7901 was 173% and 644 % respectively. The cell cycle detected an increase in the proportion
of S phase cells in the siRNA interference group. Conclusion siRNA interfering with the expression of
TWSGI gene in SGC-7901 cells effectively promotes the proliferation of SGC-7901 cells.
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H AT fL5% 5 I B L7 &R ) 1 (twisted gastru-
lation protein homologl, TWSG1) 5 & # .5 Ik . JH4E
MG AE B YA . A TR R, TWSGL 5
R E 25 3] B 2 il & 1 (bone morphogenetic pro-
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T BE DB TE AN R 28 B R e e A R R AR . ]
Hix, TWSGL 7& 1§ 8 i gF 58 £ 4. RNA T4
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il FI siRNA T4 A 8 4l SGC-7901 iy TWSG1
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BHE). MM E T 37 C, & 50 A iy K
TR AR R RE SR L A5 BUE B0 L A0 M 0 BE A KA 0 T A . B
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il 43 Y66 1T (Thermo 23 7)) 5 /N 7K S HE kAR (5
[E Bio-Rad 22 #]) ; Mini-Protean Tetra B3k R4 (£ H
Bio-Rad 2y #)) ; Eclipse Ti-s 9¢ Y648 B 0. i 4% ( H A< Ni-
kon & &) 5 7500Real-Time PCR 1% (£ [E Applied Bio-
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FITC M PTG 8L A= W SR By A R 22 WD 519
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SIRNA T4 40
21 51 75 H % R4 B o M 2
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A LUAE i BMP #5505 mi sh 51 . BMP X iE
A —E I EERY BT TWSGL % BMP () A
FAER . S 8T TWSGL 18 A [a) 41 23 B AT {2 1t s 10 fhil
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