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[ Abstract | To study the relationship between HVEM polymorphism at rs1886730 and
rs2234167 and unexplained recurrent spontaneous abortion (URSA) of Han population in Henan province.
Methods A total of 246 cases of URSA (URSA group) and 256 healthy subjects (control group) were recrui-
ted in the study. The polymorphisms of rs1886730 and rs2234167 of HVEM gene were detected by Sanger Se-

quencing. Results

Objective

There was no significant correlation between the rs2234167 polymorphism of HVEM gene
and URSA in Han population of Henan province(P>>0. 05). T allele frequency on rs1886730 site was signifi-
cantly different between the URSA group and the control group (1=14.007,P<C0. 01). The frequency of CT
and TT genotypes on rs1886730 site was statistically significantly different between the URSA group and the
control group (¢=14. 236, P<C0. 01;¢=14. 420, P<C0. 01). Conclusion The rs2234167 polymorphism of
HVEM gene is not associated with URSA in Han population of Henan province. CT genotype,TT genotype,
CT genotype and allele T on rs1886730 site are associated with URSA in Han population of Henan province.

[Key words| Henan; Han nationality; abortion, habitual; polymorphism, single nucleotide; herpes virus
entry mediator
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