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[Abstract] Objective
gene and Helicobacter pylori (H. pylori) infection. Methods

To investigate the correlation between the common polymorphisms of the MUCS6
A total of 281 persons undergoing the physical
examination in the First Affiliated Hospital of Baotou Medical College from September 2008 to June 2010 were
selected as the study subjects. The H. pylori infection situation was tested by ELISA method,and 6 Tag-SNPs
conducted the genotyping by using the TagMan method. Then the relationship between various genotypes,al-
leles and haplotypes with H. pylori infection was evaluated. Results The distribution of alleles in all detected
SNP loci had no statistical difference between the positive population and negative population with H. pylor:
infection (P>>0. 05). Genotypes were not associated with H. pylori infection. There was no significant differ-
ence in the distribution of monomers between positive and negative populations (P>>0. 05). Conclusion The

common SNP in MUC6 gene might not make a major role in H. pylori infection.
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1 #EREHE

1.1 — ekl HL 2008 4F 9 HE 20104 6 A
K BEAEBE S — M E B B ARk 281 491, b 4 61 3]
5220 ], WY 26 ~85 %, (59, 10£11.57) %,
FFA DFFEREAS G 00 - R4k AR 06 5 AR DL b BUR . BB
MK . HRBR m MLE R R i e H R A 5B 4
kel VB Kt 98 W Wtz S 0 5 14 T 9 E R B
AL H. pylori \ERIGIT KB TR T AR
FEHE 2 mL i AR )R A 2 Sk B AE B AR R B
2t

1.2 Jiik

1.2.1  H. pylori YLK R ELISA 5 1 375
$it HP-CSAs 1gG $itdk (H. pylori 1gG 5] & W B 7§
= BIOHIT 2 ®l)., H. pylori &3 B ¥ 1M 1§
H. pylori 1gG FiAi R T 84 F 30 EIU,

1.2.2 SNP @yidf M4 HapMap %u#f@ )% (http.//
hapmap. ncbi. nlm. nih. gov) /& F A ) £ . 4 H
Agorithm-Tagger-pairwise Tagging X 14 i & Tag-
SNP, Hh 25 MAF>5% ./*>>0. 8 ] T £,

1.2.3 SRR A JEPIZ DNA MSME I = 40 A
PRI AR A KR AR By /S R I R S
BEULE . R TagMan 35X} % 2 (4 6 4~ SNP #E47
LA 43 7Y, TRy RV AE b ot v 5 5 R A A B 4 | o8
B A4 R P TR Y UL B R AT (36 Applied Bio-
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systems A H]) . 6 > SNP [ 5 A 43 B (1) 1% ) 5 3k %]
90 %6 LA I+ S 56 5 BH P A BH R X B, 5 Bl AL il B 5 06
DNA 45 545 (W R AR 04T 35 5240 DNk PR A8 L 25 51 10024
—%.

1.3 SEiteghb s R HA] SPSS13. 0 i it 8447 o
Bro XF[E]— 4 & b 0 AN [6) o7 i A7 3% B0 7 15 4y
Hrit 1 Haploview {4 5 5 44 %1 He i &) 43 % A D
BEAEXENE . AR &1 Logistic [0 5 1158 {8 He
(odds ratio, OR) f H 95% 0] {5 X [a] ( confidence in-
terval, CI), Py 4% 55 or FL A, J& R A I s R AL 5
H. pylori &% (i) M

2 % ES

2.1 MUCS6 % SNP fi gi %N H K 5 H. pylori &Y
KF AE 281 filREAS b, SNP 1510794282, 1510794279,
rs11246386.rs10751638.1s11826309,rs10794359 () FL (K]
RUMRA S A B 45 & Hardy-Weinberg - ffif & #t (P>
0.05), BFFREER IR TG Kl SNP {7 s (14 45 0 5
AE H. pylori B4 FHAE AT BA M HE 19 53 10 22 5 6
GiitEE L (P>0.05), W& 1. W TA Bk 5sE .
PRI I 51) 2 FHAS B P A 1 45 o7 6 PR

2.2 MUC6 % SNP i SERME H. pylori YL
X F&  SNP rs10794282, rs10794279 ., rs11246386,
rs10751638.rs11826309 . rs10794359 {7 i fit) 3L H 78 55
H. pylori JEHTCRKEK, WK 2,

*® 1 &SNP i @B EES H. pylori BRFHIKIKSH

SNP EYve 1| H. pylori (+)[n(%)] H. pylori (—)[n(%)] X P OR95%CD *
rs10794282 T 133(62. 1) 197(68. 4) 2.131 0. 144 1

A 81(37.9) 91(31.6) 1.148(0.953~1. 383)
rs10794279 C 198(81. 1) 270(85.4) 1. 850 0.174 1

T 46(18.9) 46(14.6) 1.169(0. 934~1.463)
rs11246386 C 162(68. 1) 228(72.2) 1. 087 0.297 1

T 76(31.9) 88(27.8) 1.107¢0.921~1.331)
rs10751638 G 149(63.7) 187(60. 3) 0.635 0.426 1

C 85(36.3) 123(39.7) 0.932(0.782~1.111D)
rs11826309 T 17774, 4) 227(71.8) 0.442 0.506 1

C 61(25.6) 89(28.2) 0.943(0.779~1.141)
rs10794359 C 126(52.5) 188(59. 1) 2.436 0.119 1

T 114(47.5) 130(40. 9) 1.148(0.969~1. 360)

o Al S R A 0 R 3R
*2 &SNP mEREE H. pylori BRFEHXEKD

SNP I [ H. pylori (4)[n(%)]  H. pylori (—)[n(%)] i P OR(95%CD) *
rs10794282 TT 41(38.7) 65(45. 1) 2.538 0. 281 1

AT 51(48. 1) 67(46.5) 1.212(0.709~2.074)

AA 14(13. 2) 12(8.3) 1.971(0. 839~4.631)
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ZxR?2 ESNPHUSERES H. pylori BRFERIKXEKS T
SNP J R Y H. pylori (+)[n(%)] H. pylori (—)[n(%)] X P OR(95%CD #
rs10794279 cC 80(65.6) 116(73. 4) 2.017  0.365 1
CT 38(31. 1) 38(24. 1) 1.455(0. 851~2. 488)
TT 4(3.3) 4(2.5) 1.462(0.355~6.031)
rs11246386 cC 53(44.5) 86(54. 4) 3.804  0.149 1
CT 56(47. 1) 56(35.4) 1.651(0.994~2.745)
TT 10¢8. 4) 16(10. 1) 1.025(0.433~2.429)
rs10751638 GG 46(39. 3) 56(36. 1) 0.773  0.680 1
CG 57(48.7) 75(48.4) 0.928(0.548~1.569)
cC 14(12.0) 24(15.5) 0.713¢0.331~1.534)
rs11826309 TT 68(56.7) 79(50. 3) 2.063  0.356 1
CT 46(38.3) 64(40. 8) 0.822(0.498~1.358)
CC 6(5.0) 14(8.9) 0.496(0.180~1.367)
rs10794359 cC 28(23.3) 57(35.8) 5.379  0.068 1
CT 70(58. 3) 74(46.5) 1.973(1.123~3. 465)
TT 22(18.3) 28(17.6) 1.628(0.791~3.349)
R R IEIE S S

2.3 MUC6 Bk # Y H. pylori ERH LR X
MUC6 H A A ] A7 g #F 47 3% 81 A F #7553 . & 3
rs10794359-rs11826309 (Block 1) 2 [a] £ 7F 38 7% 4 A
ST G R R R XA, A3 BT 45 R R A R R AE
H. pylori JE&Y B A BH M A HE B 4 A 22 5 TC 5811
8 X (P>>0.05), L5 3,

®3  MUC6 BEEEEHE H. pylori B * T

H. pylori(+) H. pylori(—)

Block 1 % p OR(95%CD)
) %0

cC 0.283 0. 302 0.253 0.615 1

TT 0. 489 0.419 2,745 0.098 1.461(0. 966~2. 210)

CT 0.228 0.279 1854 0.173 1.212€0.772~1.903)

3 it
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WL A RIS P SO A RIS R B PR AR M X
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SR B E g R A Y AR
[ 15t 97 18 5 HEBRAE D 5851

FEARE s FENEES, ERRRN IR
5 < - IR AR B B T A A DR A R
AEBAFET . HEAGFFEHLR R ERE H
MUC2.MUC3 fil MUCA %76 i 38 4 1 3, 1
MUCI . MUC5AC #il MUC6 F=%i7E B Hh ik, MUC6 &
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PER

H. pylori &Y 5 35 B 58 1 1R 220 75 1 1) SC Ik
WL EAR S EY . KE IR e AR
R, H. pylori &Y 5 A $ 3 MUCI, MUC5AC
H MUC6 453 5 g A AR S0

MUC6 % A £ T 11 5 3 & 4k, & 15 X 5
ML 3R 33 AN AT B R A T AL A O )
R 22—, REIS %V i 5T Won 78 1 8 & A 1 A2
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PRV T MUC6 W 285 H. pylort BYL 1 &
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o [, 2 BARTUAE H. pylors JEGE B FNEA P A

ﬁi*ﬁﬁﬁ?ﬁ%#?ﬁéﬁeriX(P>o 05). 7£ JIA
LU RE ST L B A R B MUC6 H L SNP 'ﬁ

H. pyl()rz At_ndb*ﬁ?’éﬁl_ l:jzlgﬁﬂ:ﬁﬂf i&éﬁ él N o D
T 9 RFEA il — 2R AR BT

&%k

[1] OSMAN H A,HASAN H,SUPPIAN R,et al. Evaluation
of the Atlas helicobacter pylori stool antigen test for diag-
nosis of infection in adult patients[ ] ]. Asian Pac ] Cancer
Prev,2014,15(13) :5245-5247.

(2] e, ZRifgaHe, £SO, B0 R Y 517 14 BOIR 97 Y 1T IR
TEAT VT S e (¥ I R YT R LT . thE A A Ak 2 &, 2015, 23
(36):5894-5897.

[3] CHUAN X,ZHEN Y, YI H,et al. Expression of c-Met
and hepatocyte growth factor in various gastric patholo-
gies and its association with Helicobacter pylori infection
[J]. Oncol Lett.2017,14(5) :6151-6155.

[4] KIM Y S,GUM J,BROCKHAUSEN I. Mucin glycopro-
teins in neoplasial J]. Glycoconj,1996,13(5) :693-707.

[5] REIS C A,DAVID L,NIELSEN P A,et al. Immunohisto-
chemical study of MUC5AC expression in human gastric
carcinomas using a novel monoclonal antibody[J]. Int J
Cancer,1997,74(4) . 112-121.

[6] YARON N. Helicobacter pylori and gastric mucin expres-
sion: A systematic review and meta-analysis[J]. World J
Gastroenterol,2015,21(31) :9430-9436.

[7] OK K S,KIM G H,PARK D Y,et al. Magnifying endos-
copy with narrow band imaging of early gastric cancer:
correlation with histopathology and mucin phenotype[ J].
Gut Liver,2016,10(4) :532-541.

[8] TONKIC A, TONKIC M, LEHOURS P, et al. Epidem
iology and diagnosis of helicobacter pylori infection[]J].
Helicobacter,2012,17(1,SD) : 1-8.

(9] #h3Cig aifgﬂﬂkfﬂ‘ FHRHIX 650 44 i [ 1 1] S8 08 A 7 Jek e
Ao D 5 S K 5% ma R 3R 4 B LD ], BEAR BB B2 2%, 2016, 43
(24) :4511-4515.

[10] TAJIMA K. Challenging epidemiological strategy for par-

adoxical evidence on the risk of gastric cancer from Heli-

FHREZ 201953 A% 48 5% 6 0

cobacter pylori infection[ J]. Jpn J Clin Oncol, 2002, 32
(8):275-276.

[11] BLASER M ]. Helicobacter pylori and gastric diseases
[J].BMJ,1998,316(7143):1507-1510.

C127 506 L A 3 A, fa] 4 2. gl 1] 88T B8 JE% e o s L B 3
EEREW W] LR K 24 &, 2008, 23(7)
516-518.

[13] ZHAO Y, WANG ] W, TANAKA T, et al. Association
between HLA-DQ genotypes and haplotypes vs Helico-
bacter pylori infection in an Indonesian population[]J]. A-
sian Pac ] Cancer Prev,2012,13(4) :1247-1251.

[14] CAO X Y.JIA Z F.CAO G F,et al. DNMT3a rs1550117
polymorphism association with increased risk of Helico-
bacter pylori infection[J]. Asian Pac J Cancer Prev,2013,
14(10) :5713-5718.

[15] WANG R Q.FANG D C. Effects of Helicobacter pylori
infection on mucin expression in gastric carcinoma and
pericancerous tissues|[ J |. ] Gastroenterol Hepatol, 2006,
21(2).425-431.

[16] REIS C A.DAVID L,CORREA P,et al. Intestinal meta-
plasia of human stomach displays distinct patterns of mu-
cin (MUC1, MUC2, MUC5AC, and MUC6 ) expression
[1]. Cancer Res,1999,59(5) :1003-1007.

[17] VINALL L E,KING M,NOVELLI M,et al. Altered ex-
pression and allelic association of the hypervariable mem-
brane mucin MUCI in Helicobacter pylori gastritis[J].
Gastroenterology,2002,123(1) :41-49.

[18] PIGNY P,GUYONNET-DUPERAT V,HILL A S,et al.
Human mucin genes assigned to 11pl5. 5: identification
and organization of a cluster of genes[]]. Genomics,
1996,38(3) :340-352.

[19] REIS C A,DAVID L,CARVALHO F,et al. Immunohis-
tochemical study of the expression of MUC6 mucin and
co-expression of other secreted mucins (MUC5AC and
MUC2) in human gastric carcinomas [ J]. ] Histochem
Cytochem,2000,48(3) :377-388.

[20] VEZRIE . D BOAR . WA I IRAT 1 Sk e 3 B0 H A B A 2 1 1 5
HRIBLT ). iR %E PR 2 7% 7, 2003, 28 (11) : 987-990.

[21] JIA Y,PERSSON C,HOU H,et al. A comprehensive a-
nalysis of common genetic variation in MUC1,MUC5AC,
MUCS6 genes and risk of stomach cancer[ ]J]. Cancer Cau-
ses Control,2010,21(2) :313-321.

Clsc# B . 2018-10-13 &8 H 1. 2018-12-24)



