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Research on relation between gastrointestinal flora and disease
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[Abstract] With the upgrading of DNA sequencing technology,the pathway for studying intestinal flora
is more and more convenient,and its researches are even deeper and deeper. Over the past decade,the mystery
veil of the gut microbial flora is gradually being uncovered. Human beings have trillions of gut flora implanted
in our bodies,which not only maintain the balance of the body’s physiological activities,but are also affected
by a variety of factors. When the internal environment changes in the body,the composition and distribution of
gut flora will correspondingly change.and conversely,the gut flora disorders caused by changes in the environ-
mental and other factors can also cause a series of physiological and pathological changes in the body. The
studies find that the intestinal flora can affect the physiological activities of the body by affecting the function
of digestive tract mucosal barrier, producing metabolites such as trimethylamine N-oxide and regulating the
immune function of the body, and their influencing ranges can reach the multiple systems throughout the
body,including the digestive system,endocrine system,cardiovascular system and so on. This paper mainly e-
laborates the relationship between gut flora and diseases and the mechanisms affecting the body activities.
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