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LncRNA ATB/miR-107/STAMBPL1 #4112 5151 AR &
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(HE] HE HKiT#ARRATFREKRY K4S RNA ATBUncRNA ATB) £ 77 71 B & & 89 & 34,
VA B B i3 miR-107/STAM £ 4 & G K F 1(STAMBPL1) i % /£ 57 7 I 5% PC3 m e P 3338 54 4645 fo 13 2
B ¥m, FHik KR FE PCR(RT-PCR) & 58 4] 47 7 M /& 40 4 & A8 B &% & B % 20 8 I JR A A P IncRNA
ATB mRNA # %k K -F, siRNA F# PC3 a2 IncRNA ATB ARy £ ik, w9 F A48 R E(MTT) £ 5%, %
o FE I Ao Transwell E 84 FI UL PC3 4o fledg 7  iE % FeiZ 24 A9 & % ; £ RT-PCR #= Western blot % 4~
A miR-107 mRNA % STAMBPL1 mRNA & @ # kX T, &R 5EFEFALILEK, IncRNA ATB
mRNA £ 7 5 B8 40 27 7 R KT 90 838 A (P<C0.05), % IncRNA ATB & B ¢ PC3 48 4k £ % PC3 m
T B Y A PR iR A AR £ A 1, miR-107 mRNA %k ik K F3% % ,STAMBPL] mRNA #& & & &
KFBAKL(P<<0.05), & LncRNA ATB A#T% % F & & &, L T A8 3445 miR-107/STAMBPLI1 i@
BB E A5 RS PC3 a3 7 4545 fulZ 209 8L 77
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Mechanism of IncRNA ATB/miR-107/STAMBPL1 axis in
regulating proliferation . metastasis and invasion of prostate cancer”
TENG Ruobing' ,YU Peng’ ,GAO Li*
(1. Reproductive Genetic Center ;2. Department of Urology ,A f filiated Hospital of
Guilin Medical College ,Guilin ,Guangxi 541000,China)

[Abstract] Objective To observe the expression of long-chain non-coding RNA activated by transfor-
ming growth factor § (IncRNA ATB) in prostate cancer and its effect on proliferation, metastasis and invasion
of prostate cancer PC3 cells by regulating miR-107/STAMBPIL1 pathway. Methods RT-PCR method was
used to measure the expression level of IncRNA ATB in 58 cases of prostate cancer tissues and adjacent nor-
mal tissues. siRNA interfered with the expression of lcnRNA ATB gene, MTT assay, cell scratch and tran-
swell experiment were used to observe the effects of IncRNA ATB on cell proliferation, migration and invasion
of PC3 cell. The mRNA and Protein expression levels of miR-107 and STAMBPL]1 were measured by RT-PCR
and Western blot, respectively. Results Compared with adjacent normal tissues, the expression level of In-
cRNA ATB in prostate cancer tissue was significantly increased (P<C0. 05) ;silencing of IncRNA ATB signifi-
cantly reduced the proliferation, migration and invasion in prostate cancer PC3 cells,increased the expression
level of miR-107 mRNA ,and decreased the expression levels of STAMBPL1 mRNA and protein (P<C0. 05).
Conclusion ©L.ncRNA ATB is highly expressed in prostate cancer, which may alter the proliferation,invasion
and metastasis of prostate cancer PC3 cells by regulating miR-107/STAMBPL1 signaling pathway.
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1.1 Zuf 50 Aro) e PC3 48 ikl A =R
2 Be LT 40 B R s DMEM 5 5% B F G 4 135 W B 358
[E Gibco 23 7] ; Trizol, Lipofectamine 2000 i3 4 H
3 [H Invitrogen 72 Al 5 PU F EAH S0 i (MTT) A8 I 3
F &M A 3 E Sigma 24 A)l; PCR AF & H B A
Takara 23 A ; Transwell /N2 Fll Matrigel & 51 5 W H
%[ Millipore 237 ;s STAM 454 % 1 FE 1 (STAMB-
PLD ¥tk .DAPDH Hii& Mg H & E Santa Cruz 23 .
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1.2.2 AHM 53R Mg KR A R AT A9 Hr 8 I e
PC3 4l L dk £ &% 10 % B 4 I3 /) DMEM K5 37 3t
Bege 5l 37 CL5% CO, K 100 % M FI e &, 14
PRI A 2 70% ~80 Y B #EAT A A BE 3% . 4 M 35 5%
T 6 FLAR LR TG L VE B 5 IR W A4 24 hoof 4
B3 A si-NC 2H 5 si-ATB %4, # M Lipofectamine
2000 YL & BB, 20 il e Y 25 (L kL Al ATB T
£/ N AN

1.2.3 & 5% PCR(RT-PCR) il ATB #l miR-107
ik RA Trizol LI I ZUP B RNA, #% I 2
gl R G Ul B B E AT A . SEnt i PCR iz M
SYBR Premix Ex Taql Il i 7] £, 1% %% £ F§ ABI
prism 7300, AR 5I#F 5. IncRNA ATB IE 11 5] 9
5 5'-TCC GCT TAT TGG TCT ATC GAT-3',J I
2l¥ K 5'-TTC GAT TGG CAC CTA ATT TAC
TCG-3"; GAPDH IE [1 51 ¥ & 5'-CGA GTC ACA
GGT CGC ATA CC-3', 5l ¥ H~ 5'-CGA TTC
TTA TAA CTT CTA GT-3';miR-107 FE 51 ¥ H
5-AGT TAA CCT CAA GTC GCC TCT A-3", %I
Bk 5 -ATT CAC GGG CTT TAC GCA-3'., F®H
284 A ATB Fl miR-107 BYAH X 235K F .
1.2.4 MTT S50 2 4 M 3 58 K - i A8 4k F
AH A K PC3 41 it B 26 1 1 90 L . T ) R 20 i
B LA ITE 37 °C 5% CO, BiFesih i 24 h 5 4%
i T 96 fLAR B FLINA MTT K 20 pL 4k 2L 5 %
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4 h, WHEJEIAZFEE M (DMSO) 37775 5 i . % H
A S AR AUAE 490 nm K F OB % B (OD)H . 1T
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2.2 HiHBREEH L% IncRNA ATB £ ik KFE 5
5 R 98 R8I DR FEARAE A5G /3T IncRNA
ATB #9335 7K F 5 I PR $3LRFAE 1Y AH DG 1 L 45 42
/N :IncRNA ATB 1 3 35 5 AR B #5103 4 55 0 5t s
(PSA) K I PR 43 L Gleason ¥ 43 B 2 75 5 #2 % 1)
(P <C0.05), L 1,

2.3 UL IncRNA ATB XI5 9 PC3 41 fif 3% 7
TR NARZEBRE I WA R, 5 siNC H
FHEE . si-ATB 4170 5 e PC3 41 i 3 5t i 7% M 1278

FE W B IRAL, 2R A5 X (P<0.05), i
Kl 2,
2.4 UUER IncRNA ATB XI5 4 B % PC3 4 g v

miR-107/STAMBPLI {5 5 # ¥ - R H RT-
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gx1 IncRNA ATB ik 7K T 557 71 BR 2 B & e K x 22
HFERHEXME(n)
IncRNA ATB % ik /K F
mH n P
= i
= 25 8 17
I PR 43481 <0.01
T, 31 21 10
T,/T, 27 9 18
A A PSA 7K 0.032
<4 ng/mL 9 3 6
4~10 ng/mL 14 2 12
=10 ng/mlL 35 19 16
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<74 20 16 4
74y 9 3 6
=74 29 13 16
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H R B e AR N4 P 1% ~2 % B AT
F A0 T, A o AR g A 51, o, In-
cRNA Z 0 T MEAZ A ML BT N . E 2 RNA R 45
Tl 11 % 5% A g, W o) 4 e €0 o 8 | 9 R SR R A SR
JE R SEAT IR AR ST AR B AT RS TR 40
FER T IncRNA W55 2k 5 MR &4 kR
YIMI % . £ IncRNA 76 /i 51 I g v 2638 & A4 A8 1k
HAE W S5/E RIS M S, W IncRNA MAL-
AT A] 3 3 ¥ 5) miR-320b 7= A= V8 FH . M1 412 3F 51 51
I 985 41 34 7 R R 0T R AR AL T B S AR 1R
558 BTS2 IneRNA Meg3 75 B 41 i 98 h 5
k255, 38 1 Meg3/miR-9-5p/QKI-5 i 5 mil 1 51) i
FRANMIBE S RS (R ZERE I KA A T 5 IneRNA
NAP1L6 7ERTF IR 0 & A K& b & /5, vl fg
S 5 W I 810 98 R e PR T A R R

ATB 2O T A5 14 S 3 a4k, K EEZy 80 kb 1Y
K8EE S RNA, ATB H b4 K A5 B(transfor-
ming growth factor B) J 1% » 1M 5 75 7F I8 455 Jib J8d 4 it
= Bz 18] [ %% 4k (epithelial-mesenchymaltransition,
EMT)sd b A EEAEAYY . kA H ATB Al fE
KR TEETES RNA (ceRNA) 32 4 454 miR-200c, 3
fift B miR-200c X H# L K Twistl 9 30, H i it
ATB/miR-200c/ Twistl il 76 ZL fif o 52 ma 20 jf
EMT (20 b4k, ZHAT 2 3 58 & 38 ATB 7E
T e g rh 260k S B0 i 2k A ) miR-126 19 % 1k it
— A E B e R 1 B B T RS AR 28, X e R B R Ol
JiE e T 4 (36 T A 0 R AR AR AC W BRI L R
F 5T 1 5 X6 17 91 g 41 20 I 98 5% 1E W AL 40 ATB 1
FRIRKEHEAT T RS L A BURT A R R A 2 ATB
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