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[ Abstract | Objective To investigate the relationship between methylenetetrahy-drofolate reductase
(MTHFR) gene C677T polymorphism and migraine (including migraine with aura and migraine without au-
ra) susceptibility among Asian populations. Methods The case control studies on the correlation between
C677T polymorphism and migraine susceptibility were screened from the databases of PubMed, Embase,
CNKI, Wanfang and VIP. The meta analysis was performed by using the Stata 12. 0 software, moreover the
subtype analysis of migraine was performed. Results A total of 11 papers were included,involving 1 341 cases
in the experiment group and 1563 cases in the control group. The meta analysis results indicated that there
was obvious correlation between C677T getotypes and migraine susceptibility in Asia populations(T wvs. C,
OR=1.67,95%CI:1.19—2.35,P<C0.01;TT vs. CC,OR=2.31,95%CI:1.33—4.02,P<C0.01;CT ws. CC,
OR=1.56,95%CI:1.06—2.31,P=0.02;CT+TT vs. CC,OR=1.77,95%CI:1.16—2.72,P<C0.01; TT
vs. CT+CC,OR=1.92,95%CI:1.16—3.19,P<C0. 01) , the various genotypes were related with the suscepti-
bility of migrane with aura and had no relation with the onset risk of migrane without aura. Conclusion
MFTHR gene C677T polymorphism may be the risk factors of onset in the total populations of migraine and
the populations of migraine with aura.
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