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Analysis of high-risk factors and pregnancy outcome of 1 450 pregnant

women with group B streptococcus infection”
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[Abstract] Objective To explore the influencing factors of group B streptococcus (GBS) infection in
pregnant women,and analyse the effects of pregnant women having GBS infection on maternal and infant out-
comes. Methods A total of 1 450 pregnant women at 35 to 37 weeks of pregnancy received routine examina-
tion in the obstetric department of this hospital from January 2018 to June 2019 were selected. The vaginal and
rectal swabs were collected from each subject. The vaginal and rectal swabs were screened for GBS by PCR-
fluorescence probe method and bacterial culture method,and the influencing factors of GBS infection were an-
alysed. The occurrence of adverse pregnancy outcomes in the GBS-positive group and the GBS-negative group
was compared. Results The positive rate of GBS among 1 450 pregnant women in the third trimester was
6.55% s.and the rectal colonization rate was significantly higher than vaginal colonization rate (6.34% ws.
3.10% ,P<C0.05). The positive rate of PCR-fluorescence probe method was significantly higher than that of
bacterial culture method (6.41% ws. 3.66% ,P<C0.05). Multivariate logsitic regression analysis showed that
the history of abortion (OR =3. 46,95%CI:1. 177 —16. 256, P = 0. 045) , vaginal and cervical inflammation
(OR=14.62,95%CI :0.815—19. 253,P=0.027) and Urcaplasma urealyticum infection (OR =4.19,95%CI ;
0.906—17. 843, P=0.039) were risk factors for GBS infection in pregnant women in the third trimester,
while the pre-pregnancy examination was a protective factor (OR = 0. 457, 95% CI:0.195— 0. 875, P =
0.040). The incidence rates of premature rupture of membranes,intrauterine infection and neonatal pneumonia
in the GBS-positive group were significantly higher than those in the GBS-negative group (P <C0. 05). Conclu-
sion The rate of GBS colonization in the reproductive tract of pregnant women is related to the history of

abortion, vaginal and cervical inflammation and Ureaplasma urealyticum infection,and GBS infection can cause
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adverse pregnancy outcomes.
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