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Expression of serum miR-30a and miR-101a in patients with chronic heart

failure and its correlation with myocardial remodeling and cardiac function”
GAO Min' ,WU Yi' ,GAO Shoujun',HAO Ligin®
(1. Department of Emergency sthe People’s Hospitalof Ya'an City.Ya an ,
Sichuan 625000,China ;2. Department o f Geriatrics sthe Fourth People’s
Hospital of Ya'an City,Ya'an sSichuan 625000,China)

[Abstract] Objective To study the expression of serum microRNA-30a (miR-30a) and miR-101a in pa-
tients with chronic heart failure (CHF) and their correlation with myocardial remodeling and cardiac function.
Methods A total of 128 CHF patients admitted to People's Hospital of of Ya'an City from March 2017 to
June 2019 were selected as the CHF group. According to the New York Heart Association (NYHA) cardiac
function classification standard,they were divided into grade [ + I (n=41),grade [l (#=50),grade IV (n
=37),and 50 healthy people who had physical examination in the same period were selected as the control
group. The serum of all subjects was collected, real-time fluorescent PCR (RT-PCR) was used to detect the
expression levels of serum miR-30a and miR-101a. Cardiac function indicators such as cardiac output (CO),
left ventricular ejection fraction (LVEF), left ventricular posterior wall thickness (LVPW), left ventricular
end diastolic diameter (LVEDD) ,left atrial diameter (LAD) ,left ventricular mass index (LVMI) and left ven-
tricular remodeling index (LVRI) were measured by echocardiography in all subjects. Pearson method was

used to analyze the correlations between levels of serum miR-30a mRNA,miR-101a mRNA and CO,LVEF,
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LVPW,LVEDD,LAD,LVMI,LVRI in CHF patients. Results
miR-30a level, LVPW,LVEDD,LAD,and LVMI of the CHF group were all increased,and they were gradual-

ly increased with the increase of the cardiac function classification. The miR-101a mRNA level, CO level,

Compared with the control group,the serum

LVEF,LVRI were all decreased,and they were gradually decreased with the increase of the cardiac function
classification (all P<Z0. 05). In CHF patients, serum miR-30a level was negatively correlated with miR-101a
mRNA level. The level of miR-30a mRNA was negatively correlated with CO,LVEF,and LVRI,and positive-
ly correlated with LVPW,LAD,and LVMI (all P<Z0. 05) ; The level of miR-101a mRNA was positively corre-
lated with CO,LVEF and LVRI in CHF patients,and negatively correlated with LVPW,LAD and LVMI (all
P<C0. 05). The levels of serum miR-30a mRNA and miR-101a mRNA were not correlated with LVEDD (P >
0.05). Conclusion The levels of serum miR-30a mRNA increase and miR-101a mRNA decrease respectively
with the increase of cardiac function grade in CHF patients, which are closely related to myocardial remodeling

and cardiac function,and may have certain guiding significance for the evaluation of the severity and prognosis

of CHF patients.
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IR ELAT AL SV MR S . Ok 2 5T R B, miR-
NA 7E0 3520 O U FE 0 A O 550 L5 5 0% &
A g JE R R M R CEE T BE AR RE, am i
miR-30a 7K -5 56 K O IE G 0 D) BEAZ AL 2K, miR-
101a T 45 5 8 3 A9 ML A 565", miR-101a Al
miR-30b 7 B 9 % -4 e R JiE B F 51 & 1 HL ik )
AP A5 {0 36 F il % miR-30a, miR-101a 5 CHF
(56 Z B A SCHR R T . DR o, AR R 5 0 O %M
miR-30a,miR-101a F kKA, B HE CHF &
HONUER ORI R, LU b IG K CHF %
BT RAE— e HIS s . BREI T,
1 #E#REFZE
1.1 —f&FH

VRN 2017 4E 3 A & 2019 4E 6 A M)A e A
RS Be iR M Be 3697 9 CHEF 3 128 il 8 CHF
41, o 5B 74 B, Zoo54 B AR 39~76 B, P
(68.19+8.28)% , CHF Wi S (b E .0 F1 k12
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CHF &9 B 38 50 AL AE 6 M Al L B 22 S B 4
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A MEL T N R B B Ae #E 2 By st i E o, gk 32 i
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ARA R FD 56 E B PCR(RT-PCR) IR £ (52
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Time, 55 RR037A) I H H A TaKaRa 24w, 519 H



764

v I A R ECR BR S A 2 A A OO BE T I
H & [E Thermo Fisher 23 # . RT-PCR 1% 7500 %y H
2% [E Bio-Rad 2~ # .
1.3 Fi
1.3.1 £ miR-30a.miR-101a mRNA 7K -F#m)

KA FABEH 2 K =25 I8 I &k A0 JE i 4
mL,3 500 r/min &0 10 min, /& ML1E & F —80 C
VKFEFERE . R TRIzol #2 BUIM 75 & RNA, % 5843
JEGEE TR B RNA MR BE K21, 260 nm 5 280
nm A& B BE (i FEH (A260/A280) 4 1. 8~2. 0 it
RRE S GRS . W SR ARSI cDNA, B T —20 CHRt
4% M. RT-PCR # il miR-30a, miR-101a mRNA
AR 235K R 20 pL WK % : SYBR Premix
Ex Taq Il (2X) 10.0 pL,ROX Il (50X) 0.4 pL,
¢cDNA(50 ng/ pl) 2.0 pL, B FH#5149 (10 pmol/
)% 0.8 pL,ddH,0 6.0 pl, KW /3% H:95
°C 30 ;95 °C 5 5,60 °C 34 s,40 NG FF ; U5 075 i
2. miR-30a LiiF5|#F % 5'-GTC GTA TCC AGT
GCA GGG TCC GAG-3', Fiif 5l % ¥ 51 5'-CAC
AGC TCG TAG AAC AGG AGG-3;miR-101a |
SI¥FS) 5'-TAC AGT ACT GTG AUA ACT GAA-
3, FiEBl ¥ ¥ %) 5'-CAG TTA TCA GTA CTG
TAT T-3'; 8% U6 L5l ¥ )75l 5'-GCT TCG
GCA GCA CAT ATA CTA AAA T-3', Fles| ¥
5 5'-CGC TTC ACG AAT TTG CGT GTC AT-3',
FH 272 %% miR-30a, miR-101a mRNA #{
Xf K- HEAT A AT
1.3.2 BECSHERS

H [A] — 44 45 22 B 75 B2 Ui ok A Philips TE33 # 75
A, 2 BRS0BS54 1 08 O A s L
P Lo O D REAR 38 b L 32 A0 455 0 i B Ccardiac
output,CO), LVEF, & % J5 B J& & (left ventricular
posterior wall thickness, LVPW) . LVEDD, £ 5 N1
(left atrial diameter, LAD) |78 % i & 8 U (left ven-
tricular mass index, LVMD) |\ Z& = B # 8 1 (left ven-
tricular reconsitution index, LVRD .
1.4 %it$an

K H SPSS20. 0 kAT g it 0 M . A5G IES )
TR o s R, 241 0E) R R &R
2243 i Cone-way ANOVA), 2H 18] P %5 L 3¢ % H
LSD+ ¥ %, Ifil7% miR-30a, miR-101a /K¢ 5 CHF
RO LR 28 R0 Ty RE R DG 48 AR 1 AH DG 4 A R
Pearson I 3E4T, A P<<0.05 NZERASGIT¥E L,
2 % ES
2.1 CHF & &5 2 B2 f2 /& miR-30a, miR-101a
mRNA 482t £ ik K F 4k
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EjXF AL L 3, CHF 41 45 70 B # miR-30a,
miR-101a mRNA 7K ¥ ¥ 7+ 5, miR-101a mRNA 7K
S BEAR , HBE O DI HE S GG N i % miR-30a mRNA
KB LT E  miR-101a mRNA JK VB HFEAK, 2 5+
WA GH#E X (P<<0.05), WHE1,

2.2 CHF &% 5 3B 4.8 IEH S 3 Ek I8 AF
bb A%

x4 g, CHF 48 # CO,LVEF,LVRI
P RRAIG » L B o0 Ty B8 43 % 18 i & BRI, LVPW
LVEDD,LAD,LVMI ¥ J+ &, H B0 20 fiE 4 9386
MR T 5. 22 R WA G128 L (P<<0.05), I
%2,

*x1 CHF & 53 B A MF miR-30a,miR-101a mRNA
K LB (x +s)

20 51 n miR-30a miR-101a
X 2 50 1.0440.10 1.0840.12
CHF 41
I+ 0% 41 1.1940. 13" 0.87+0.08"
I % 50 1.5240.11% 0.6140.05"
V& 37 1.860. 14 0.3940.04™
F 394,548 599. 650
<0. 05 <0. 05

“,P<C0.05, 5% R4 A . P<<0. 05,5 1 + 1 ;. P<
0.05, 5 M IbE:,

2.3 CHF % # f2 % miR-30a, miR-10la mRNA 7
A8 & M AT
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SRR (r=—0.864,P<C0.05), WKl 1,
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2.4 CHF % # 2% miR-30a, miR-10la mRNA 7
T 55 L E My Fo ol 3 B 35 AR 09 A48 £ M AT

CHF 41 # % 1.3 miR-30a mRNA K5 CO,
LVEF.LVRI £fif%.5 LVPW ,LAD.LVMI £ IE
AHC (¥ P<<0. 05) ; CHF A 17 miR-101a mRNA
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K5 CO,LVEF, LVRI 2 IF #1 ¢, 5§ LVPW,
LAD.LVMI 2 tH% (¥ P<C0.05), Ifl. /i miR-30a.
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miR-101a mRNA 7k ¢ 5 LVEDD 7 A % ¥ (P>
0.05), L% 3,

*®2 CHF A2E 5 RBACNEHTOINEIBIRER (2 +5)
41541 n CO(mL/min) LVEF(%) LVPW(mm) LVEDD(mm)
it W8 20 50 7.094+1. 42 55.0246. 34 8.03+1.12 45.8246.71
CHF 4
IT+0% 41 6.48+1.29° 50.3746. 10" 8.67+1.24° 70.3948. 46°
I %% 50 5.64+1.13" 44,2545, 71% 9.7541.31* 74,5348, 12%
V4 37 4.97+1. 08" 38. 465, 69" 10. 5141, 29 78. 699, 27
F 24.227 62.623 34.431 156. 400
P <0.05 <0.05 <0.05 <0.05
415 n LAD(mm) LVMI(g/m?) LVRI(g/mL)
it W 21 50 35.9146.15 103.12436. 91 1.134+0. 24
CHF 4
T+T% 41 42,6845, 14° 119. 71437, 24° 1.01+0. 18"
I %% 50 50.3745.96% 135. 82435, 94 0.894+0.16™
V4 37 54. 8346, 23" 150. 97431, 81** 0.8140. 13"
F 89. 484 14.552 25.332
P <0.05 <0.05 <0.05

" P<<0.05, GXTBA R P<<0.05,5 1 + I g bbd; . P<<0.05, 5 I L&,

x3 CHF #2#& & miR-30a,miR-101a mRNA 83} &%

AKESOANEMMOIEEIERMOBEXE

miR-30a miR-101a
it H
r P r P

CcO —0. 447 <20. 001 0.407 0. 001
LVEF —0.518 <20. 001 0. 625 <20. 001
LVPW 0.522 <20. 001 —0.404 <20. 001
LVEDD 0.188 0.061 —0.102 0.076
LAD 0. 569 <0. 001 —0.557 <0. 001
LVMI 0. 544 <0. 001 —0.548 <20. 001
LVRI —0.438 <0. 001 0.422 <20. 001
30 i
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LVEDD.LAD.LVMI #F+ & . H B > D3 58 7 2 34
iM% %% 7t &, 2 78x CO, LVEF, LVPW, LVEDD,
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B4l miR-101a.miR-101b /K i 3 F # . 5 b B
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ArHE N MING 4 g tf miR-30a, miR-101a 7K F, 3
KSR -3 MM T A, AP LI, 5XF
A %, CHE B4 17 miR-30a mRNA /K Fh 5,
HBE CHF 8350 Re 43 H38 Iz %t i, 7 miR-
101a mRNA /KF-REAK , H B O 2y B8 3 2 38 n 2 9% [
%, 42 7% M3 miR-30a mRNA /K F |, miR-101a
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