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Study on expressions of miR-125b and miR-335 in peripheral blood and
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[Abstract] Objective To study the expressions of miR-125b and miR-335 in peripheral blood and intes-
tinal mucosa of patients with inflammatory bowel disease (IBD) and analyze their significance. Methods A
total of 117 patients with IBD admitted to the Department of Gastroenterology of this hospital from May 2018
to June 2019 were included in the study,including 62 patients with Crohn's disease (CD,CD group),55 pa-
tients with ulcerative colitis (UC,UC group) ,and another 51 healthy subjects were selected as controls (con-
trol group) ,the peripheral blood serum and intestinal mucosa of all subjects were collected, the relative ex-
pressions of miR-125b mRNA and miR-335 mRNA in peripheral blood serum and intestinal mucosa were de-
tected by real-time fluorescent PCR (RT-PCR). The activity of UC patients was evaluated according to the
modified Mayo scale, the activity of CD patients was evaluated by CD activity index (CDAI) ; the modified Bar-
on scoring system and CD endoscopy severity index (CDEI) were used respectively to evaluate the severity of
endoscopic lesions in patients with UC and CD. Results Compared with the control group,the relative expres-
sions of miR-125b mRNA and miR-335 mRNA in the peripheral blood serum and intestinal mucosal tissues of
CD patients and UC patients in the mild activity group, the moderate activity group and the severe activity
group decreased sequentially (P<C0. 05) ; CDAI and CDEI of CD patients in the mild activity group,the moderate
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activity group and the severe activity group increased in turn (P<Z0. 05) ;the modified Mayo score and modi-
fied Baron score of UC patients in the mild activity group,the moderate activity group and the severe activity
group increased in turn (P <C0. 05). The relative expressions of miR-125b mRNA and miR-335 mRNA in pe-
ripheral blood serum of CD patients were negatively correlated with CDAI and CDEI (all P<C0. 05) ;and the
relative expressions of miR-125b mRNA and miR-335 mRNA in peripheral blood of UC patients were nega-
tively correlated with the modified Mayo score and modified Baron score (all P<Z0. 05). Conclusion The ex-
pressions of miR-125b and miR-335 in the peripheral blood and intestinal mucosa of CD patients and UC pa-

tients are down-regulated, which are related to the disease activity and severity of CD patients and UC pa-

tients,and may become molecular markers to evaluate the disease activity of IBD.
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