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[Abstract] Circular RNA (circRNA) is a type of single-stranded covalently closed non-coding RNA
without 5'cap structure or 3'poly(A) tail. It is rich and diverse,and also has conservation,stability and speci-
ficity characteristics. Gastric cancer is one of the most common gastrointestinal malignancies with high mor-
bidity and mortality. Recently,a large number of studies found that circRNA played as a molecular sponge of
microRNA (miRNA) to interact with RNA binding protein (RBP) or translate proteins, thereby participating
in the occurrence and development of many diseases,including gastric cancer. The specific expression of cir-
cRNA in gastric cancer shows its potential to become a new possible biomarker. Since circRNA has an impact
on the proliferation,apoptosis, migration and invasion of gastric cancer cells,it also provides us a new idea for
the treatment of gastric cancer. This article reviewed the clinical significance of circRNA and its relationship
with gastric cancer,and its clinical significance.
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