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Expression and clinical significance of serum IncRNA CHAST in

patients with coronary heart disease
ZENG Weiziong . ZENG Jincai sFANG Kuaifa
(Department of Cardiology sthe Sixth People’s Hospital of Huizhou , Huizhou sGuangdong 516200 ,China)

[Abstract] Objective To investigate the expression and clinical significance of circulating long noncod-
ing RNA (IncRNA CHAST) in patients with coronary heart disease. Methods From July 2018 to July 2019
in hospital,115 patients with coronary heart disease were selected as the coronary heart disease group, while
65 healthy people matched with age and gender who performed routine physical examination during the same
period were collected as the control group. Clinical data and circulating serum samples of two groups of pa-
tients was collected. Real-time fluorescent quantitative PCR and ELISA were used to detect the expression
level of IncRNA CHAST and serpina3 concentration in the circulating serum of the subjects. According to the
Gensini score of angiography, patients in the coronary heart disease group were divided into three subgroups of
the mild, moderate and severe disease. The differences between the circulating serum IncRNA CHAST expres-
sion level and serpina3 concentration of the groups were compared. And the correlation between Gensini score
and serum IncRNA CHAST expression level and serpina3 concentration in patients with coronary heart dis-
ease were analyzed. Receiver operating characteristic (ROC) curve was used to analyze the clinical diagnostic
value of circulating serum IncRNA CHAST expression level and serpina3 concentration in the diagnosis of
coronary heart disease. Results The circulating serum IncRNA CHAST expression level and serpina3 concen-

tration in the coronary heart disease group were significantly higher than those in the control group.and there
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was a significantly difference in serum IncRNA CHAST expression level and serpina3 concentration in the
mild, moderate and severe coronary heart disease groups (P<C0. 05). LncRNA CHAST was positively correla-
ted with Gensini score (r=0. 783) ,serpina3 was positively correlated with Gensini score (+=0. 726) ,and In-
cRNA CHAST was positively correlated with serpina3 (» = 0. 901). When the cut-off value of IncRNA
CHAST in serum of coronary heart disease was 0. 92, area under the curve (AUC) was 0. 801 (95% CI ;
0.765—0. 847) , the sensitivity was 75. 1% ,the specificity was 87. 9%. When the cut-off value of serpina3 con-
centration in serum of coronary heart disease was 99. 37 pg/mL, AUC was 0. 914 (95%CI 0. 876 —0. 946) ,
the sensitivity was 87. 1% ,the specificity was 93. 9%. The combination of the two, AUC for the diagnosis of
coronary heart disease was 0. 946 (95% CI:0. 897 — 0. 982), the sensitivity was 91. 1%, the specificity was

97.9%. Conclusion LncRNA CHAST is biomarkers for early diagnosis and evaluation of severity in coronary

heart disease.
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