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[Abstract] Objective To investigate the expression and significance of carbohydrate response element-
binding protein (ChREBP) network members (ChREBP, Mlx, Max,Mxdl, HDAC1) and taurine-upregulated
gene 1 (TUG1) in intrauterine adhesion (IUA). Methods Ten female SD rats with 8 weeks old were selected
as the study objects. The mechanical curettage plus lipopolysaccharide infection were used to construct the
IUA rat model as the ITUA group (n=5) and the uterine cavity of the control group did not perform any oper-
ation (n=5) ; HE and Masson staining were respectively used to assess the number of endometrial glands and
the degree of fibrosis; Western blot was used to detect the expression level of ChREBP network members in
the nucleus and cytoplasm; RT-qRCR was used to detect the expression level of TUGI. Results Compared
with the control group,the number of endometrial glands in the TUA group was decreased (P <C0. 05), the
percentage of the fibrotic area was increased (P <(0. 05), the protein expression level of ChREBP network
members in the nucleus was down-regulated, the protein expression level of ChREBP network members in the

cytoplasm was up-regulated and the mRNA relative expression level of TUG1 was up-regulated (P <C0. 05).
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Conclusion Blocked nuclear translocation of ChREBP and reduced the recruitment of its downstream network mem-

bers may lead to attenuate the repressive effect on TUGI transcription, thereby promoting IUA occurrence.
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