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[Abstract] Objective To investigate the changes in the gut microflora (GM) composition and metabo-
lites in children with allergic rhinitis (AR) based on high-throughput sequencing technology. Methods From
December 2023 to May 2024,11 preschool children with allergic rhinitis (AR) who visited the pediatric outpa-
tient department of Shantou University Medical College LLonggang Maternal and Child Health Hospital Clini-
cal College (Longgang District Maternal and Child Health Hospital) were selected as the AR group,and 21
healthy children of the same age who underwent physical examinations in the child health care department
during the same period were selected as the control group. Fecal samples were collected from both groups,and
DNA was extracted and amplified. High-throughput sequencing technology was used to analyze the composi-
tion of gut microbial genes,and the differences in gut microbiota composition and metabolites between the two
groups were compared. Results Compared with the control group,the AR group had a higher Shannon index,
with a significant increase in the abundance of Proteobacteria and Saccharibacteria. The relative abundance of

Veillonella s Enterococcus s Escherichia coli/Shigella y Haemophilus yand Streptococcus was significantly high-
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er,while the relative abundance of Lachnospira , Anaerostipes , Enterobacteriaceae s Anaerobacterium ,and Fu-

bacterium was significantly lower (P <C0. 05). There were statistically significant differences in the principal

components of GM metabolites between the two groups (P <C0. 05). A total of 2 540 different metabolites

were identified,of which 1 185 metabolites were significantly increased, 20 metabolites were significantly de-

creased,and 1 335 metabolites showed no significant changes. Variable importance in projection (VIP) analy-

sis revealed 30 significantly different metabolites. Compared with the control group,2 fecal metabolites were

significantly downregulated in the AR group, specifically 3-furanmethanol glucoside and membrane heptosyl

A. Conclusion The gut microbiota of preschool children with AR has undergone significant changes, which

are related to inflammation and immune function.
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