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Research progress of liquid biopsy in lung cancer diagnosis and treatment’
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[ Abstract ]

With the development of molecular biological detection technology and the improvement of precise and indi-

In China,lung cancer has become a common malignant tumor endangering life and health.

vidualized treatment requirements, liquid biopsy is gradually attracting people’s attention because of the ad-
vantages of minimally invasiveness, repetition, and real-time dynamic monitoring of traditional tissue biopsy
does not have. This article aims to describe the detection objects of liquid biopsy (such as circulatory tumor

cells, circulatory tumors DNA, exosome,long chain non-encoding RNA,etc. ) in the application prospects and

challenges of lung cancer diagnosis and treatment.
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