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[Abstract] Objective To explore the expression level of SWI/SNF-related matrix-associated actin-de-
pendent regulator of chromatin A5 (SMARCAS5) in oral squamous cell carcinoma (OSCC) and its effect on
the proliferation, migration and invasion of HSC4 cells. Methods The expression of SMARCA5 mRNA in
OSCC tissue and its correlation with the patients with OSCC were analyzed from the Gene Expression Omni-
bus (GEO) database. The expression of SMARCA5 in HSC4 cell line was reduced by lentivirus shRNA, and
the silencing effect was verified by real-time fluorescence quantitative reverse transcription PCR (RT-qPCR).
The cells were divided into the control group (no transfection treatment, blank control), the sh-NC group
(transfection with sequence-free plasmid vector lentivirus, negative control) and the sh-SMARCAS5 group
(transfection with silent SMARCAS5 plasmid vector lentivirus). CCK-8 test was used to detect the change of
proliferation ability of HSC4 cells. Cell scratch test was used to detect the change of migration ability of HSC4

cells. Transwell assay was used to detect the migration and invasion of HSC4 cells. Results The expression

level of SMARCAS5 in OSCC tissue was significantly higher than that in normal oral tissues (P<C0. 05). The
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overall survival rate of patients with high expression of SMARCA5 was lower than that of patients with low expre-

ssion (P<C0. 05). The ability of proliferation, migration and invasion of HSC4 cells in the SMARCAS group was sig-

nificantly lower than that in the sh-NC group (P<C0. 05). Conclusion The expression of SMARCADS is increased in

OSCC,and it can promote the proliferation, migration and invasion of human OSCC cell line HSC4.
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