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[Abstract] Objective To construct the mouse interleukin (IL.)-35 gene expression plasmid,and to in-
vestigate the effects of 11.-35 expression on the differentiation of CD4" and CD8" T lymphocytes in mouse
spleen. Methods The PCR method was adopted to amplify for obtaining the full-length fragment of mouse
I1L.-35 gene, which was connected into the polyclonal loci region of mouse stem cell viral vector (pMSCV-
GFP), and the plasmid vector pMSCV-IL-35-GFP carrying I1.-35 gene was obtained. Nine male C57BL/6]
mice were divided into three groups:the PBS group,pMSCV group and pMSCV-IL.-35 group. The PBS, pM-
SCV-GFP no-load plasmid and pMSCV-11.-35-GFP plasmid were injected by the tail vein in the three groups,
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respectively. After 72 h,the mouse spleen was isolated. The real-time reverse transcription-PCR (RT-qPCR)
was adopted to detect the relative levels of 11.-35 subunit Ebi3 and 11.-12a mRNA. The flow cytometer was a-
dopted to detect the percentage of CD4" and CD8" T lymphocytes subsets,and the relative expression levels of
CD8" T lymphocyte immune function molecule granzyme B (Gzmb) and regulatory T cells (Tregs) specific
transcription factor forkhead/winged helix family transcription factor 3 (Foxp3) mRNA were detected.
Results The RT-qPCR results showed that compared with the PBS group or pMSCV group, the relative ex-
pression levels of mouse spleen Ebi3m and IL.-12a mRNA in the pMSCV-IL-35 group were significantly in-
creased (P<C0.001). The flow cytometer detection results showed that compared with the PBS group or pM-
SCV group, the percentage of CD8" T lymphocytes in the pMSCV-IL-35 group was significantly decreased
(P<C0.001), the percentage of CD4" CD25" Tregs was significantly increased (P <C0. 001), moreover, the
Gzmb mRNA relative expression level was significantly decreased (P<C0. 01),and the relative expression level
of Foxp3 mRNA was significantly increased (P <C0. 01). Conclusion 11.-35 could inhibit the activity of effec-

tor T lymphocytes, promote the differentiation of Tregs subset and play the immune regulatory effect, which

could provide the theoretical basis for the application of 11.-35 gene in vivo immune therapy.
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