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é’J 17 ) B ey EF P LA BAE AR, KA E a‘m’éi%iﬁé%% PCR # @ PELP1.SETDB1 mRNA 67 £
9% 2 i % (A2780,OVCAR3 SK()VB)&AE”‘W%‘%J‘_}{%H@%(IOSESO)“Pé’J#E]XT%gLJK-T— $ 4 BALF A
M PELP1.SETDB1 & @ % % ik K F. 4 #7 PELP1.SETDBl B & A& A5 & H 6 AR B IEM £ &,
HR LB mMZ A2780.OVCAR3.SKOV3 ¥ PELP1.SETDB1 mRNA Agsf & ik K-F 349 2 & F E% 9
$EkmpZ IOSESO(P<<0.05), 5 EF I LALIEKR,FLEAL PELPl ZFO A XK FHBHH(P<
0.05).42 SETDB1 & & A& LA R £ F(P>0.05), FF AR ZHKEFIGO) 58 ke L #8H L6
PELPl B oMb kA kig, 2F A% FEXL(P<0.05, &1 PELPl AW L BARTRAKRFFFHE,
PELP1 T4 #F SETDB1 A — Z 694 A ,
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Expression and significance of PELP1 and SETDBI in ovarian carcinoma”
HUANG Jiren,LI Changjiang sMAO Yanhua ,ZHANG Wenwen ,
WANG Jia ,XIE Lele ,ZHANG Yingfeng”
(Department of Obstetrics and Gynecology sUniversity-Town Hospital of Chongqing
Medical University ,Chongqing 401331,China)

[Abstract] Objective To study the expression and clinical significance of proline-glutamic acid and leu-
cine-rich protein 1 (PELP1) and SET domain bifurcated histone lysine methyltransferase 1 (SETDB1) in o-
varian carcinoma. Methods From July 2016 to May 2022, the tissue samples of 35 patients with ovarian carci-
noma who underwent surgical treatment in the Department of Obstetrics and Gynecology in this hospital were
collected ,and the normal ovarian tissues of 17 patients who underwent hysterectomy and bilateral appendecto-
my for hysteromyoma in the same period were selected as the control. Real-time fluorescence quantitative pol-
ymerase chain reaction (PCR) was used to detect the expression level of PELP1 and SETDB1I mRNA in sever-
al ovarian carcinoma cell lines (A2780, OVCAR3, SKOV3) and human normal ovarian epithelial cell line
(IOSE80). The expression level of PELP1,SETDBI protein in ovarian carcinoma and normal ovarian tissues
was detected using immunohistochemistry,and the relationship between the expression of PELP1 and SET-
DBI1 proteins and the clinicopathological features of patients was analyzed. Results The expression level of
PELP1 and SETDB1 mRNA in ovarian carcinoma cell lines (A2780,OVCAR3 and SKOV3) was significantly
higher than those in normal ovarian epithelial cell line IOSE80 (P <C0. 01). Compared with normal ovarian tis-
sue,the expression level of PELP1 protein in ovarian carcinoma were significantly higher (P <C0.01), while
the expression level of SETDBI protein was not significantly different. There was significant difference in the
positive expression of PELP1 protein among different stages of International Federation of Gynecology and
Obstetrics (FIGO) and lymph node metastasis (P<C0. 05). Conclusion The expression level of PELPI in o-

varian cancer tissue is abnormally increased,and PELP1 may have a certain regulatory effect on SETDBI.
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9 N HE AR Joy B EL A7 A 52 R S it 245 46 ) 80, AT
FHEB S FHESY . AEAFRLES S T ZHE
PEIMOE 0 & A LR R TR AR 5T i 0 BB 0 R 5 A
b SR T IR YT R BT e

2 MR- AR AR & £ HH 1 (proline-, glu-
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FEh,EB T 37 C.5% CO, B HRMNIEFR HEED
il 94 AR AL AR O BRI 40 B $E B RNA
1.2.3 ZrR kT EFi#HFE PCR

¢ TRIzol 1277 15 W 5 SR FH 28 M- 0 41l & 6 B8 B
A A RNA, #0055 PCR {5 UL 0 5 & SE e ) 20
pL 5% PCR KR .37 ‘CHFE 15 min,85 'C 5 s &k
KR4y 8 cDNA, HBU 4 pl cDNA g AT, Bt il 20 pL
S E 7 PCR ROWAR R i ] PCR 14 {3 4% 1 22
PE 95 °C 30 s, 287 95 °C 5 s, 1B KIE 60 °C 30 s, 9"
840 NMEI ) SR SEAT RN . Ph GADPH NS
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